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NTDB id 1001 ACIAD RS15020 WP 004923834.1 .....MKISRHSGFTLVELMVAITLGLLVTAAAIQLYITGITSYNVQKAMSSIQDSASFGVNYILDDVRRANLSAP.SAY 74
NTDB id 269189 C3F34 RS08285 WP 016168683.1 MNNNYVSMTKQQGFTLVELMVALVLGLLISAAAIQLFTGGLLSSRMQEASAELQNSGVFGLDYIAKDIRLANYANTTNPE 80
NTDB id 1066 ABD1 RS15740 WP 000079197.1 MAQSF.ISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNPQ 79
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NTDB id 1001 ACIAD RS15020 WP 004923834.1 MNDQQPNSGLILTSSNVSELKD..NKP....................LLTLNDAYLTKSAV.GDGNVSQKSDQLTIRYQA 131
NTDB id 269189 C3F34 RS08285 WP 016168683.1 LNEQTSWGGVVLTARTATVTT..ANIPIPASTPFVSNGLLSHSQGDTLSTVTNEWRGLSNVN......LTSDQLTIQFIS 152
NTDB id 1066 ABD1 RS15740 WP 000079197.1 LTDTTPWGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFIA 159
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NTDB id 1001 ACIAD RS15020 WP 004923834.1 VEPGYDCTGKTLPANTYVVQRYFIGSDKALRCVSDQYQQTGNTITG......MDNKTKTTLDLSGNGQIIIPNVDYMRVQ 205
NTDB id 269189 C3F34 RS08285 WP 016168683.1 PNAMINCEGANVQAGDYVIQRYFVRRDPATATSGTDYGLACDANQPTAAGTTPVLPPTTINGFGDAGEIIIPRVDHFTVQ 232
NTDB id 1066 ABD1 RS15740 WP 000079197.1 PTNMTNCEGVNVLAGDLIVQRYFLRVDNN.GSSQQDYALACDANTPAVSAT...AQPDIVNGLGDAGQIILPRIDHFHVL 235
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NTDB id 1001 ACIAD RS15020 WP 004923834.1 LGYVKGALNNPTAMSYVSIGDYLDTNKTSAVKKNINGIQQSIKPNINVIQIGLLVQSNETAGNDSIVRNRNKQAFDVLGQ 285
NTDB id 269189 C3F34 RS08285 WP 016168683.1 LGVRNS....LGNLAYYTINQYRTLATTE.....RA..AARIPPRIISVKLGVLVRSMDNTNNSAIDLT...KQIPILNQ 298
NTDB id 1066 ABD1 RS15740 WP 000079197.1 LGAKNA....AGNFAYYTIPQYRVAAQAA.....RDASPAVAAPRILSIQISVLARSTNNAQNKAIDPN...QSFLMLDQ 303
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NTDB id 1001 ACIAD RS15020 WP 004923834.1 SVTLNEKNQDTRLRQVVTQTISLRNAMGWVEEGYVTP 322
NTDB id 269189 C3F34 RS08285 WP 016168683.1 NVTLNNT.TTKFARRVYTTNITLRNGLGEAL...... 328
NTDB id 1066 ABD1 RS15740 WP 000079197.1 NVHAADN.RTRFLRRVYSVTIALRNAMGETI...... 333
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