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NTDB id 1003 ACIAD RS15025 WP 004923832.1 ....MSKMRAQRGVGMVEVLVALLLLAIGVLGFTALQLRAVSASMEASNQVLALNLARDLTERMRANPQATQCKLYHTEG 76
NTDB id 269188 C3F34 RS08280 WP 104441394.1 ....MNYNKYQAGVGLMEVLVALLLLAIGVLGYVALQLRAIDASSEALTKSQGILILRGLAENIRANGAGQASYATAVRG 76
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQASQYPTFVRS 80
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NTDB id 1003 ACIAD RS15025 WP 004923832.1 A.......LAKDTKAYTKASNCSGSVSTQATAQANSDLLFIYNQANTLGMAVIINTCPNATNAGNNLGRQCVYIAWDKTA 149
NTDB id 269188 C3F34 RS08280 WP 104441394.1 YTSITTTPTAPTPSCFNPSTLCTP......AQMANYDAYNAAKSAFEIGMKITMAECPGVSSAP.V.KRQCLYAAWDNTT 148
NTDB id 1067 ABD1 RS15745 WP 002194578.1 YSNYTSDTPAP.TSCFN..SLCTA......SQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTA 150
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NTDB id 1003 ACIAD RS15025 WP 004923832.1 QNFTNSD........TCYKSGGSSYERNTTCLFLEAY 178
NTDB id 269188 C3F34 RS08280 WP 104441394.1 IT....ATSSAADVSQCM.SSNGIYVNTARCLMMEAY 180
NTDB id 1067 ABD1 RS15745 WP 002194578.1 PVITTNGTNTSVDVSSCM.SNNGVYVNNSTCLMMEAY 186
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