
logo MMKFINEKNQKIALTFLWALYGLVMLAFVCGIALGVLSVGCDSR IDAI
V
H
N
M
QEMVATNIRNQQPPLP I EPAP I

VFMPTPVPQSTFQNYSAASHQLRKNSPFLMPSSLAAELKIMASGKR
NTDB id 1013 ACIAD RS15180 WP 004923726.1 .MNNKILWLGLVILGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKIMSGKR 79
NTDB id 269185 C3F34 RS08165 WP 016168706.1 MKFEKIAFALMFGLVLVGCDSRIDAVNMEMVNIRNQQPLPIEPAPVFPPVPTFNYAAHQLKSPFMPSSLAAELKIMSGKR 80
NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKIKQITLYVLACAVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKIMAGKR 80
consensus ** *! * ** **!*!!!!!!!!***!!**!!!!*!!!!!!!!*! !!!*!*!*!*!!**!!*!!!!!!!!!!!*!!!

logo VYPNLFASRAPQKPSQPLESYALEASLTNMKGSMRKNI
N
Q

N
R
S

A
GQIMLGAL IQTPDGNQQE I ERVQVGNYI

MGLMNYQGRI ITVHKR I STPTQIDLMVE I IVPDGHRDEG
NTDB id 1013 ACIAD RS15180 WP 004923726.1 VYPNLARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVPDGHDG 159
NTDB id 269185 C3F34 RS08165 WP 016168706.1 VYPNFSRQSQPLESYALESLNMKGSMRNQSGQILGLIQTPDGEIERVQVGNYMGMNQGRIVKITPTQIDLVEIIPDGREG 160
NTDB id 1057 ABD1 RS15855 WP 000695065.1 VYPNFSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVPDGREG 160
consensus !!!!**! !!!!!!!!!*!*!!!!!!** *!!**!!!!!!**!!!!!!!!!*!*!*!!!**!*!!!!!!*!!*!!!**!

logo YI
VERPRTSLVL IGPKAP

NTDB id 1013 ACIAD RS15180 WP 004923726.1 YIERPRSLVLIGPKP 174
NTDB id 269185 C3F34 RS08165 WP 016168706.1 YVERPRSLVLIGPAP 175
NTDB id 1057 ABD1 RS15855 WP 000695065.1 YVERPRTLVLIGPAP 175
consensus !*!!!!*!!!!!!*!

X non conserved
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X ≥ 50% conserved


