
logo MI
L
K
T
I
P
QLSQSVHHQMYDHTI

L
T
K
L
VWYVLLVQHSLSVGSFYKKI

L
E
I
H
Q
D
H
YFGDSNI

C
H
E
N
T
KALVTQPDQNRGLQSADKWQSKSLGLHKANHI

L
Q
KRALVEQNQEVFHYQTLTPSQEGQQSAKQFQEHKQML ILVAQEQI

L
V

NTDB id 269178 C3F34 RS05815 WP 044739596.1 MLKPLSQVQMDTITLWYLVQHSLSSFYKLEQHFGSIHNAVQPQNLQDWSKLGLHKNHIQRAQQFYTPSEQSKFQHLIQEI 80
NTDB id 1043 H0N27 RS16615 WP 168727007.1 MLTQLSSHQYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTPQGQAQFEQLVQQV 80
NTDB id 1073 ABD1 RS00865 WP 015451369.1 MLTQLSSHHYHTLKVWYLVQHSLVSFKKIIDYFGNCEKATQPDGLAKWSSLGLHANHLKRVNEFQTTQGQAQFEQLVQQV 80
NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVLQHSLSGFKKLIHYFGDCETALQPQRLSDWQKLGLHANHLKRLEEVHTLQGQQQFEKMLAQL 80
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VAYDFASYFYLSEKGFVYF ITSSGLAHQYG
NTDB id 269178 C3F34 RS05815 WP 044739596.1 ERHSDFVLSYHDPEYPQQLLPYSDKPPILFGQGQLSLLMQPQIAIVGSRKPSPHGRQIAYDFSYYLSEKGFVISSGLAQG 160
NTDB id 1043 H0N27 RS16615 WP 168727007.1 RQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYG 160
NTDB id 1073 ABD1 RS00865 WP 015451369.1 RQHTDFILTPDDSGYPTQLLPYTDHPPIIFGKGQAQALLQPQIAIVGSRKPSPHGRQVAYDFAYYLSEKGFFISSGLAYG 160
NTDB id 1021 ACIAD RS00975 WP 004930462.1 QTHTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSLIQPQIAVVGSRKPSPHGRQVAYDFSYFLSEKGFYITSGLAHG 160
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logo IDEAAHQGSALSASTVHHQRATLIAVMVTGTGLDLQTCTYPSAGQHNRKAQKLKRAEQQYHIRLDQAHKQGSNGAIVI STEFLPHGTPPLRQAQHFPRRNR IVSAGLSLGTVLVAVEAGT
NTDB id 269178 C3F34 RS05815 WP 044739596.1 IDEAAHQGALSHQRTLAVMGTGLDQTYPAQHRQLRQQILQHSGAIISEFLPHTPPLRQHFPRRNRIVSALSLGTLVAEAG 240
NTDB id 1043 H0N27 RS16615 WP 168727007.1 IDEAAHQGASTHQRTIAVTGTGLDTTYPAQNKKLAEHILAKNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEAT 240
NTDB id 1073 ABD1 RS00865 WP 015451369.1 IDEAAHQGASAHQRTIAVTGTGLDTTYPAQNKKLAEYILAQNGAIITEFLPGTPPLQQHFPRRNRIVSGLSLGVLVVEAT 240
NTDB id 1021 ACIAD RS00975 WP 004930462.1 IDEAAHQGSLVHHRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHFPRRNRIVSGLSLGVLVVEAT 240
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logo LKSGS ILSITATNFKAAEQGKLVTI
VFAIPGHIYSEFHQGCHQL IREGAI L IVSDHPEQI LI EDLALPTHQWHQTSQSQTQASNSQGNTDEASNTADDSEHSEAGSTAKNLTADN

NTDB id 269178 C3F34 RS05815 WP 044739596.1 LKSGSISTATFAAEQGKLIFAIPGHIYSEFHQGCHQLIREGAILVSHPEQILEDLALPTQWQTQQQSQNDST..SHSALA 318
NTDB id 1043 H0N27 RS16615 WP 168727007.1 LKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQT.....EETNTN 315
NTDB id 1073 ABD1 RS00865 WP 015451369.1 LKSGSLITANKAAEQGKTVFAIPGHIYSEFHQGCHQLIREGAILIDHPEQIIEDLALPTQWQSQQQNQT.....EEANTN 315
NTDB id 1021 ACIAD RS00975 WP 004930462.1 LKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTHWHSQSTASGEANADDSGKTD 320
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NTDB id 269178 C3F34 RS05815 WP 044739596.1 KPEIPEHLIPLYNQLNWTGSPLDHLVIHLKQDTATLTAQLMELELLGLCMQQSGVYLRCRPNQ 381
NTDB id 1043 H0N27 RS16615 WP 168727007.1 TPEIPEHLIDLYQSLDWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQSGLYLRCRS.. 376
NTDB id 1073 ABD1 RS00865 WP 015451369.1 TPEIREHLIDLYQSLDWVGQNIDQLVVHHNIPVSELTSSLMELELLGLCMQQSGLYLRCRS.. 376
NTDB id 1021 ACIAD RS00975 WP 004930462.1 DADLPDDLLPLYQLLDWQGQDLDQLAQHYQGSTAELTAQLMELELLGVCIQQSGRYLRCRSPY 383
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