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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQP..ALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 269044 C3F42 RS07545 WP 104444244.1 MRAGMLALVLGLLSLRFLPVLPPVGWLIPLLLLALACLR...........TRIW....PLGWFVLGGCWACWSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLP...........FRWR....PLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 269044 C3F42 RS07545 WP 104444244.1 RLAPALDGRTLWLEGRVVGLPTRTERGVRFELEHAES.RRAQLPRRLQLSWFA....................GPELRAG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 269044 C3F42 RS07545 WP 104444244.1 ERWRLAVNLRQPHGLLNPHGPDREALLLARGIGATGSVKAGEQVGQA............A..VHWRDAVRQRLMNLDAHG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 269044 C3F42 RS07545 WP 104444244.1 .REAALTALVLGDGAGLAREDWQTLQATGTVHLLVISGQHIGLLAGLVYGLVAGL.......ARLGAW..PSRWPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 .RAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIW..PQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 269044 C3F42 RS07545 WP 104444244.1 CGLGMAAALGYGWLAGFGVPVQRACLMLAVVLLWRLRFRHLGAALPLLLALSGVLLINPLASLLPGFWLSFAAVGVLVLC 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 269044 C3F42 RS07545 WP 104444244.1 FSAR..............LGAWRPWQAWSRAQWVIAVGLLPVLLALGLPVSLTAPLANLLAVPWISFAVLPLALLGTATL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 269044 C3F42 RS07545 WP 104444244.1 PVAGVGEGLLWLAGLSLEGLFRLLAQLAGQLPAWLPEPLPLWAWLLVALGALLLLLPRGVP...LRLPGAVMLLA.LWAP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 269044 C3F42 RS07545 WP 104444244.1 REQVPLGQVQVWQLDVGQGLAVLLRTRHHALLYDAGPAHGDS.DLGESVVLPTLRRLGVRHLDLMLVSHGHADHAGGAAA 561
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 269044 C3F42 RS07545 WP 104444244.1 VRRGLPVTRVLAGEVAGL.......A...PAALCESGERWRWDGVDFELWHWP......QGTSSNDRSCVLRVVANGERL 625
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 269044 C3F42 RS07545 WP 104444244.1 LLAGDMEAAAERAWLAAS..EDPRIDWLQAPHHGSRTSSTEPFIKALAPRGVMISRGRNNGFGHPHAQVIERYRRHGVQV 703
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 269044 C3F42 RS07545 WP 104444244.1 HDTALAGALELRLGRQGAV..VEGRAQRRFWREGE................ 736
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAFGGA..RRMRDEPRFWREK................. 741
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