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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 269021 C3E99 RS18300 WP 104960214.1 .MAGSVNKVILIGNLGADPEIKSFQNGGRIANIRIATSESWKDRMTGERKERTEWHNVVINGDGLVGVVERYLKKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY..........EEGYGQS.......QEAYQRPAQ 134
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY..........DEGYGQS.......QEAYQRPAQ 134
NTDB id 269021 C3E99 RS18300 WP 104960214.1 VEGSLRTRKWQDRDGNDRYTTEVVIAGMGGALTMLDGAPGGGGSRGGGDWGGGGSGSGDSWGQGGGGGSSGGGGWNQGGG 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQG.........GM...NVPAQ....QGSWGQPQQ 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQ.........GSGWNQAPAQTNYNQGGYSDNYA 144
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NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 269021 C3E99 RS18300 WP 104960214.1 ASGGG....G.............GGGRPPFDDDLDDDVPF 182
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PAKQH....Q..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 QNNNF....NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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