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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 269009 C2E16 RS19070 WP 104951609.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKQTGETKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQS..QEAYQRPAQQSRQ........P.AS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQS..QEAYQRPAQQSRQ........P.AP 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD........FGGNQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 269009 C2E16 RS19070 WP 104951609.1 EGSLQTRKWQDQSGQERYTTEVVVN.VGGTMQMLGGRQNGGAGAQASGGMGGGGNNNGWGQPQQ............PQGG 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMPAQGGMNVPAQQGSWGQPQQ............PAKQ 147
consensus !!****!!*!** !**!****** * **!!**!* ****** * * ** ***** *** * *

logo

H
D
N
N
A
Q

F
P
N
SGHGPGNQAMQ

E
Q
T
A
Q
R
P
P
A
S
Q
R
APAQRRQKYQSPQAVAPAQNYAEANPAEPMPVDEMNDI

FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 269009 C2E16 RS19070 WP 104951609.1 NQFSGGGQAPSRPQQQSAPANNEPPMDFDDDIPF 181
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQP....MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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