
logo

MAMSAM
R
S
G
L
VNKVI ILVIGRNLGNQRDPDE I

M
VRTYMPSNGDEGAVCATNI

F
L
T
S
I
L
VATSESTWRNDRKAMQNTGQEMQRRKVEVKRTEWHNRVIVTFILMF

Y
G
R
R
K
Q
LAEVIAGEQYLKRKGGSKLQVYVIL

NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 268920 PH4a RS05265 WP 129038299.1 MASRGVNKVILIGNLGQDPEIRYMPSGGAVANLTLATSESWRDKQTGEMKEKTEWHRVVIFGKLAEIAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEG.........YGQSQE.......AYQRPAQQS 136
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEG.........YGQSQE.......AYQRPAQQS 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGN........QGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 268920 PH4a RS05265 WP 129038299.1 EGQLQTRKWQDQGGQDRYSTEVVVN.IGGTMQMLGSGGRGQDNAPS......QGGQGGWGQPQQ...........PQASQ 142
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQ.QGGMPAQGGMNVPAQQGSWGQPQQ...........PAKQH 148
consensus !!****!!*!** !**!****** * **!!*** **** * **! * ** ** *
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNAT....RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 268920 PH4a RS05265 WP 129038299.1 QFSGGGTQS....RPAQQPAAPAQSNEPPIDFDDDIPF 176
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQ.........QSAPQQYSQPQYNEPPMDFDDDIPF 177
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