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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNAN.GDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 26890 KKOR RS10610 WP 015781126.1 MASRGVNKVILVGNLGKDPEIRYTPDGRAIANLTLATSETWKDKNTGQQQEKTEWHRIVIFGKLAEIAGEYLKKGSQVYF 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQR 144
NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGN 142
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQS...............QEAYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQS...............QEAYQRPAQQSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAP...........A.QTNYNQGGYSDN 142
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFGGNQGGWGNSAP...........APQQSYNQGNSGYG 143
NTDB id 26890 KKOR RS10610 WP 015781126.1 EGKLQTRKWTDQSGQDKYTTEVVID.INGQMQMLGGRSGGEASF...GGGNNQN................NQNQ...... 134
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAP...AGGNIGGG...........QPQGGWGQPQQPQG 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP...AQGGMNVP...........AQQGSWGQPQQPAK 146
consensus *!****!***** !********* * ***!**** *** ****** * ******

logo

A
R
Q
Y

A
D
N
P
A
Q
N
Q
T
G
A
A
H
P
S
N
D
N
Q
S

P
R
T
A
F
M
N
S
P
A
Q
G
S

G
H
A
N
P
A
Q
Q
T
E
S

Q
R
A
A
PAQKPQAASNP

Q

D
Q
A
R

K
Q
Y
A
D
R

K
N
S
Q
P
Q
A
F
P
P
Q
V
A
N
Q
P
D
N
S
Y
A
P
A
E
G
N

K
Q
E
P
A

A
M
P
D
I
M
P
V

E
M
D
I
N
D
I
S
FDDDLIPF

NTDB id 113 BSU 40900 NP 391970.1 RNQGNSF..........NDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 APAANNT..........QADPFANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 QP.ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QP.APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 YAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 YDQTASRPA...QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 26890 KKOR RS10610 WP 015781126.1 .................N.QNPQPAPAMDDDFDDDIPF 154
NTDB id 1447 BW25113 RS21080 WP 000168305.1 ...GNQFSGGAQSRPQQS.APAAPSNEPPMDFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...QHQPMQ..QSAPQ.Q.YSQPQYNEPPMDFDDDIPF 177
consensus * * * *** *****!!!*!!

X non conserved

X similar

X ≥ 50% conserved


