
logo MPSKNEAGGGIHKL ICLLCDSTPQFSQDPVTWRALFLLKLPDEEKVCHYSCRSKFLKKITGHICPLCGKRPQS IVHAELVCKRDCETVWKRLTR I
M
N
RD

NTDB id 268871 BV11031 RS21880 WP 010328776.1 MPKEAGGGIHKLICLLCDTPFSQPVTWRALFLLKLEEKVCHSCRSKFKKITGHICPLCGKPQSIHELCKDCETWKLRMND 80
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIRD 80
consensus !* !!!!!!!!!!!!!!!**!!!*!!!!!!!!!!**!!!!*!!!!! !!!!!!!!!!!!*!!!*! *!*!!! !* !* !

logo SLLLRQNRSVYTYNDMMKETLSRFKFRGDAE I INAFKSDFSSTFSKVYPDKNHFVVLVP IPLSKEREEKERGFNQAHQLLAECL
NTDB id 268871 BV11031 RS21880 WP 010328776.1 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDNHVVLVPIPLSKEREKERGFNQAQLLAECL 160
NTDB id 109 BSU 35450 NP 391425.2 SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLLAECL 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!! !!!!!!!*!!!!!!

logo DRP I
S
H
RHAPLFIRLNNEKQSKKKTKATERLLSECHI FDTKNNSAVEGMNI I L IDDLYTTGATLHFAARCLLEKGKAAGSVASSFTL IRS

NTDB id 268871 BV11031 RS21880 WP 010328776.1 DRPIRHALFRLNNEKQSKKTKAERLLSEHIFDTKNNSVEGMNIILIDDLYTTGATLHFAARCLLEKGKAGSVASFTLIRS 240
NTDB id 109 BSU 35450 NP 391425.2 DRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFTLIRS 240
consensus !!! *!*! !!!!!!!!!! ! !!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!
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