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NTDB id 1185 GTF74 RS11940 WP 000350195.1 MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFSFELP.NVG 79
NTDB id 1176 A1552VC RS01160 WP 000350195.1 MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKLEVDFSFELP.NVG 79
NTDB id 1202 PSJM300 01600 AFN76400.1 MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLETDFSFEVP.GVA 79
NTDB id 1194 PA0395 NP 249086.1 MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLETDFSFEVP.GVA 79
NTDB id 1020 ACIAD RS04210 WP 011182164.1 MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKLETDFSFEVP.NLA 79
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVP.NVA 79
NTDB id 1040 H0N27 RS13360 WP 000355489.1 MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVP.NVA 79
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLETDFSFEVP.NVA 79
NTDB id 1177 A1552VC RS01165 WP 000422572.1 MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGE.ALSVADVTALLHAMMDDARQAEFKQTREANFAVVR..DSG 77
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNREKNE 80
NTDB id 26887 KKOR RS01075 WP 012800155.1 MDINPLLKALMEHKGSDLFITVHRPPCIKINGQIKPVTKSMLTPAQVEALIHSSMNEKQMKELEEKKECQYAISVE.NIG 79
NTDB id 1203 PSJM300 01605 AFN76401.1 MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISAR.GIG 79
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 RFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIE 159
NTDB id 1176 A1552VC RS01160 WP 000350195.1 RFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNYVNAHHNKHILTIE 159
NTDB id 1202 PSJM300 01600 AFN76400.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIE 159
NTDB id 1194 PA0395 NP 249086.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTKYHHILTIE 159
NTDB id 1020 ACIAD RS04210 WP 011182164.1 RFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYINNHRYDHILTVE 159
NTDB id 1060 ABD1 RS04380 WP 000355489.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVE 159
NTDB id 1040 H0N27 RS13360 WP 000355489.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVE 159
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 RFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYINENRYDHILTVE 159
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHILTVE 157
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHIITIE 160
NTDB id 26887 KKOR RS01075 WP 012800155.1 RFRASAFYQRNQPGLVVRRIETKIPTTEELKIPSILNDLVMKKRGIIIFVGATGTGKSTSLAAMIGYRNRNSAGHIISIE 159
NTDB id 1203 PSJM300 01605 AFN76401.1 RFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHIISIE 159
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 DPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTSSAAKTIDR 239
NTDB id 1176 A1552VC RS01160 WP 000350195.1 DPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFGTLHTSSAAKTIDR 239
NTDB id 1202 PSJM300 01600 AFN76400.1 DPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1194 PA0395 NP 249086.1 DPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTTSAAKTIDR 239
NTDB id 1177 A1552VC RS01165 WP 000422572.1 DPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQALER 237
NTDB id 1019 ACIAD RS04205 WP 004922051.1 DPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQTLER 240
NTDB id 26887 KKOR RS01075 WP 012800155.1 DPIEYVHRHDQCIITQREVGIDTESFETALKNTLRQAPDVILIGEVRSKETMANAITFAETGHLCLCTLHANNANQAIDR 239
NTDB id 1203 PSJM300 01605 AFN76401.1 DPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQALDR 239
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 IIDVFPGSDKDMVRSMLSESLRAVIAQKLLK.RVGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGMQTMEQ 318
NTDB id 1176 A1552VC RS01160 WP 000350195.1 IIDVFPGSDKDMVRSMLSESLRAVIAQKLLK.RVGGGRVACHEIMLATPAIRNLIREDKVAQMYSIIQTGAAHGMQTMEQ 318
NTDB id 1202 PSJM300 01600 AFN76400.1 VVDVFPAEEKSMVRSMLSESLQAVISQTLLK.KVGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTGGSLGMQTLDS 318
NTDB id 1194 PA0395 NP 249086.1 VVDVFPAEEKAMVRSMLSESLQSVISQTLIK.KIGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGSLGMQTLDM 318
NTDB id 1020 ACIAD RS04210 WP 011182164.1 IIDVFPAEEKDMVRTMLSESLQAVISQTLLK.KEGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQTGATHGMTTLDQ 318
NTDB id 1060 ABD1 RS04380 WP 000355489.1 VIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQ 318
NTDB id 1040 H0N27 RS13360 WP 000355489.1 VIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQ 318
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 VIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQTGANHGMTTLDQ 318
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQTFDQ 317
NTDB id 1019 ACIAD RS04205 WP 004922051.1 IIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQTFDQ 320
NTDB id 26887 KKOR RS01075 WP 012800155.1 ILHFFPKEEHSRVLMDLSLNTRAIIAQQLVPTKDGKGRRAAIEILINSPLISDHIRKGEVHMLKELMARSRELGMQTFDQ 319
NTDB id 1203 PSJM300 01605 AFN76401.1 IINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQTFDQ 319
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NTDB id 1185 GTF74 RS11940 WP 000350195.1 NAKQLIARGVVDAQEVQSKIELDLKAF.................................... 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 NAKQLIARGVVDAQEVQSKIELDLKAF.................................... 345
NTDB id 1202 PSJM300 01600 AFN76400.1 CLKGLLAKGLISRDSAKEKAKQPENF..................................... 344
NTDB id 1194 PA0395 NP 249086.1 CLKGLVAKGLISRENAREKAKIPENF..................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SLKQLLAKGIINLPTARAVAKSPESF..................................... 344
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SLKGLVARGVISPQTARTAAKQPESFL.................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 SLKGLVARGVISPQTARTAAKQPESFL.................................... 345
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SLKGLVSRGVISPQTARTAAKQPESFL.................................... 345
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDD...YGSGSLQNVKIDME......... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRERMSEMERKMTFDGQRRNLK 383
NTDB id 26887 KKOR RS01075 WP 012800155.1 ALFDLYVEGEINYDDALLYADSANDLRLKIKLHE.KDADSLSEG.TEGLQVEMDEDRGGRMF. 379
NTDB id 1203 PSJM300 01605 AFN76401.1 ALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSV.SQGLTLEMSDDDPGRSFR 381
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