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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 26885 SHEWANA3 RS18765 WP 011718370.1 MASRGVNKVILVGNLGQDPEVRYMPNGNAVANITVATSESWKDQ.QGQQQERTEWHRVVLFGKLAEITGEYLRKGSQVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA........................PYEEGYGQSQEA 128
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA........................PYDEGYGQSQEA 128
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQG.........SGWNQAPAQTNYNQGGYSD.... 141
NTDB id 26885 SHEWANA3 RS18765 WP 011718370.1 EGKLQTRKWKDQSGQDRYSTEVVID.QSGSMQMLGGRNQGQSQGQGQGAPMGGMQQNAGYQAAPAQTAPAQNQYAPAQQS 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.....AQGGMNV........................ 131
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NTDB id 1103 NMB RS07590 WP 002212976.1 YQRPAQQSRQPASDA........................PSHP.QEAPAAPRRQPVP......AAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 YQRPAQQSRQPAPDA........................PSHP.QEAPAAPRRQPVP......AAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...................NYAQNNN.....FNGGNAT.........RPQPAQKPAAQ.....AEPPMDNFDDDIPF 180
NTDB id 26885 SHEWANA3 RS18765 WP 011718370.1 YQAPAQQPQSGYNQQPAQQSYGQQQQSHAQPQQSGYAPKPAAPAYQAPAAPAQRPAPQPQQNFTPDLDDGWDDDIPF 235
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...PAQQGSWGQPQQPAKQHQ.........PMQQSAPQQYSQPQYN...................EPPMDFDDDIPF 177
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