
logo MPF ITKI SATQKKNTERFNI FLDDKYAFSVDADVLVKFELKKGKELDDLDI I E IQYGDEVKKGFNRALDFLSYRMRSTKEV
NTDB id 268847 BV11031 RS13915 WP 129550777.1 MPFITKISAQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEV 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEV 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EDHLKKKETSAPPVIAEVIHKRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEASLSSFSFEDQTRE
NTDB id 268847 BV11031 RS13915 WP 129550777.1 EDHLKKKETSAPVIAEVIHKLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKESLSSFSFEDQTRE 160
NTDB id 116 BSU 08520 NP 388733.1 EDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTRE 160
consensus !!!!!!!!!!*!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo AVKHVEKLLKKDKKCLSTKELKQRAQLMQLQRKGFSFDVI SAALMDEQI EYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK
NTDB id 268847 BV11031 RS13915 WP 129550777.1 AVKHVEKLLKKDKKCSTKELKQRAQMQLQRKGFSFDVISAALEQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK 240
NTDB id 116 BSU 08520 NP 388733.1 AVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK 240
consensus !!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VKQFLFRKGFSLDL I EQFLLQEEEY
NTDB id 268847 BV11031 RS13915 WP 129550777.1 VKQFLFRKGFSLDLIEQFLQEEE. 263
NTDB id 116 BSU 08520 NP 388733.1 VKQFLFRKGFSLDLIEQLLQEEEY 264
consensus !!!!!!!!!!!!!!!!! !!!!!*
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