
logo MRNSSRL ILLPLMAAASATAGITAAAYFPSAI
VFLFFI LFLL I I L IKTRHAFL I FIVCSFFSF I LFFAVLYAVTDSQNVSLSYQRQRGTYQFV

NTDB id 268810 BV11031 RS05135 WP 026014547.1 MRSSRLILPLAAASATAGITAAAYFSAVFLFFLFLLIILIKTRHAFLIFVSFFSFILFFALYAVTDSQNVSLYQRGTYQV 80
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF 80
consensus !! !!!*!!*!!!!!!!!!!!!!!!*!*!!! !!!!!!!!!!!!!!!! !*!!!!!!!! !!!!!!!!!!! ! !!!!

logo KAVIDSTIPKIDGDRMSMI
MVEKTPDGKEKWAAASYR IQSAGEKDEQLLSNYI EPGMASCELWTGTLEEPKNHATVPGAFDYNEYLYRQHI

NTDB id 268810 BV11031 RS05135 WP 026014547.1 KAVIDSIPKIDGDRMSMIVKTPDGEKWAASYRIQSAGEKDQLSNIEPGMACEWTGTLEEPKHATVPGAFDYNEYLYRQHI 160
NTDB id 107 BSU 25570 NP 390435.1 KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI 160
consensus !!!!!*!!!!!!!!!!!*! !!! !!!!! !!!!!!!!!*!! !!!!! !! !!!!!!! !!!!!!!!!!!!!!!!!!!

logo HWNYS IVATS IQNCSEPAENFKSYKLVLGSLRKDHI IVSFTNSLLPPADSATGIVQAL ITVGDRFYVEDEGVLNTAYQKLGVVHLLAI SGLHV
NTDB id 268810 BV11031 RS05135 WP 026014547.1 HWNYSIASIQNCSEPANFSYKLLGLRKDIVSFTNSLLPPASAGIVQALIVGDRFYVEDGVLNAYQKLGVVHLLAISGLHV 240
NTDB id 107 BSU 25570 NP 390435.1 HWNYSVTSIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHV 240
consensus !!!!!* !!!!!!!! !! !!*! !!!*!*!!!!!!!!! ! !!!!!! !!!!!!!!! !! !!!!!!!!!!!!!!!!!!

logo GI LTAGLFYIMIRLVGITREKAAS I LLLLVFLLPLYVMLTGAAPSVLRAALMSGI
VYLAGSLVKWRVHRASAGTAICLSYITVLLLFNP

NTDB id 268810 BV11031 RS05135 WP 026014547.1 GILTAGLFYIMIRVGITREKAAILLLVLLPLYVMLTGAAPSVLRAALMSGIYLAGSLVKWRVHAAGAICLSYITLLLFNP 320
NTDB id 107 BSU 25570 NP 390435.1 GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNP 320
consensus !!!!!!!!!!!!!*!!!!!!! !!!!* !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!* ! !!!!!!! !!!!!!

logo YHLFEAGFQLSFAVSFSL IVLSSS I FQHQVKTSLGQLMTI
MVSL IAQLGSLP I LLYHFHQQFS IMI SVLPMNML

V
L
MVPFIYTFC I

VLPGA
NTDB id 268810 BV11031 RS05135 WP 026014547.1 YHLFEAGFQLSFAVSFSLVLSSSIFQHVKTSLGQMTMVSLIAQLGSLPILLYHFQQFSMISVLMNMVLVPIYTFCVLPGA 400
NTDB id 107 BSU 25570 NP 390435.1 YHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA 400
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!*!*!!!!!!!!!!!!!!!!!*!!!*!!!*!!!**!! !!!!*!!!!

logo

I
VAGVFLLLSLSASAFGRLFFSGWFDFLL IMSWINKRL ITNR IADI

VDVFTI IMIAHRPAPVLLFLFTAVATI IALLLMAI EKRSFLSQLMI
V
D
TGG

NTDB id 268810 BV11031 RS05135 WP 026014547.1 IAGVFLLSLSASAGRLFFSGFDFLMSWINKLITRIADIDVFTIIIARPAPVLLFLFTAAIIALLMAIEKRSFSQLMIDGG 480
NTDB id 107 BSU 25570 NP 390435.1 VAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGG 480
consensus *!!! !!!!!!! !!!!!! !! !*!!!!*!!! !!!*!!!!!*!!*!!!!!!!!!! !! !!!!!!!!! !!!!* !!

logo I CCATVLMCFLLF IYPCRFLSSEGEVDMIDIGQGDSMF
Y
I
VGAPHYQQRGRVL IDTGGTLSYLSSEPWREKQHPFSLGEKVL IPFLTAKG

NTDB id 268810 BV11031 RS05135 WP 026014547.1 ICCAVLCLLFIYPRFSSEGEVDMIDIGQGDSMYIGAPYQQGRVLIDTGGTLSYLSEPWREKQHPFSLGEKVLIPFLTAKG 560
NTDB id 107 BSU 25570 NP 390435.1 ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG 560
consensus !!! !**!!!!!!* !!!!!!!!!!!!!!!!!**!!!*! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!



logo IKQLDAL I LTHADQDHIGEAE I
TLLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAI EEVKRGDVLHQIKDLQFHVLSPDE

NTDB id 268810 BV11031 RS05135 WP 026014547.1 IKQLDALILTHADQDHIGEAETLLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLHIKDLQFHVLSPD 640
NTDB id 107 BSU 25570 NP 390435.1 IKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE 640
consensus !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*

logo APDPASKNNSSLVLWMEKTGGMVSWI LTGDLEKEGEQEVMNRMVFPNI
LKADVLKVGHHGSKGSSTGEEF IKQQLQPEKTAI

L I SAGEKN
NTDB id 268810 BV11031 RS05135 WP 026014547.1 APDPASKNNSSLVLWMKTGGVSWILTGDLEKEGEQEVMRMFPNLKADVLKVGHHGSKSSTGEEFIKQLQPETALISAGEN 720
NTDB id 107 BSU 25570 NP 390435.1 APDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN 720
consensus !!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!! *!!!*!!!!!!!!!!!!! !!!!!!! !!!! !!*!!!! !

logo NRYHHPHQEKVLQLLQKRHS IRVLRTDQNGTIQYRYKQNRVGTFSVYPPYDTSDE ITETN
NTDB id 268810 BV11031 RS05135 WP 026014547.1 NRYHHPHQEVLQLLQKHSIRVLRTDQNGTIQYRYQNRVGTFSVYPPYDTSE..... 771
NTDB id 107 BSU 25570 NP 390435.1 NRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN 776
consensus !!!!!!!! !!!!!!*!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!******

X non conserved

X similar

X ≥ 50% conserved


