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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNF...ENKDNALKQSTSENSSLSKVEDVQVKDGD 77
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNF...ENKDTALKQSTSENNSLSKLEDVQVKDGD 77
NTDB id 521 SMSK321 RS04960 WP 000443804.1 MESIIE.......KIKEYKIIVICTG.LGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDS......STEKDVKKEEKE 66
NTDB id 153 SP RS04730 WP 000387344.1 MEAIIE.......KIKEYKIIVICTG.LGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDS......STEKEVKKEEKE 66
NTDB id 263 KZH43 RS04195 WP 000387330.1 MEAIIE.......KIKEYKIIVICTG.LGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDL......VSEKEVNKEEKE 66
NTDB id 222 SPD RS04535 WP 000387330.1 MEAIIE.......KIKEYKIIVICTG.LGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDL......VSEKEVNKEEKE 66
NTDB id 188 SPR RS04295 WP 000387330.1 MEAIIE.......KIKEYKIIVICTG.LGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDL......VSEKEVNKEEKE 66
NTDB id 268808 BV11031 RS05125 WP 010330727.1 MNWLIQ.......H...KKAIILAAFAAAFIAVIFFLASRENKEPVKQAV..........ST......ETENPEVKQEAV 54
NTDB id 105 BSU 25590 NP 390437.1 MNWLNQ.......H...KKAIILAASAAVFTAIMIFLATGKNKEPVKQAV..........PT......ETENTVVKQEAN 54
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NTDB id 36 MW RS08230 WP 001793467.1 NSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSV 156
NTDB id 20 SA RS08005 WP 001802022.1 NSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSV 156
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGSGA. 145
NTDB id 153 SP RS04730 WP 000387344.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGSGT. 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT. 145
NTDB id 222 SPD RS04535 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT. 145
NTDB id 188 SPR RS04295 WP 000387330.1 EPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT. 145
NTDB id 268808 BV11031 RS05125 WP 010330727.1 KDDSDDTIVIDIKGAVQHPGVYEMQTGDRVSQAIEKAGGASEQADEMQVNLAELLQDGTVVYIPKKGEEESGRQVSGDDV 134
NTDB id 105 BSU 25590 NP 390437.1 NDESNETIVIDIKGAVQHPGVYEMRTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSV 134
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NTDB id 36 MW RS08230 WP 001793467.1 HVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 HVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 521 SMSK321 RS04960 WP 000443804.1 P..SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 A..SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 A..SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 A..SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 A..SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 268808 BV11031 RS05125 WP 010330727.1 R..SGGGKEALVNINTATLEELQGIPGVGPSKAEAIIAYREENGRFQTIEEITKVSGIGEKSFDKIKSSITVK 205
NTDB id 105 BSU 25590 NP 390437.1 Q..SDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
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