
logo MQQHPDQLKNLMEEEPYLKGTVNTVIYHNDATNLYTVLKVKVI
TETSEAI EDKAVSVTGYFPALQEEETYTFYGKAIVTHPKFGL

NTDB id 268807 BV11031 RS04295 WP 010330995.1 MQQHPDQLNMEEEPYLKGTVNTVIYHNDANLYTVLKVKVIETSEAIEDKAVSVTGYFPALQEEETYTFYGKAVTHPKFGL 80
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus !!!!!!!! *!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo QFQAEHFKKE IPTTKEGI IHQYLSSDLFEGIGKKTAEE IVKKLGDSAINKI LADASVLYDVPRLSKKKADTLAGALQRHQG
NTDB id 268807 BV11031 RS04295 WP 010330995.1 QFQAEHFKKEIPTTKEGIIHYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LEQIMI SLNQFGFGPQLSMKIYQAYESETLDEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPER I
VKAAI LYTLETT

NTDB id 268807 BV11031 RS04295 WP 010330995.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLDKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERIKAAILYTLETT 240
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!

logo CLSDEGHTYI ETEQL I IDTQSLLNQSAVKREGQR ITEMDAANAI
MIALGENKDIV I EDGRCYFPSLFYAEQNVAKRVKHIASQT

NTDB id 268807 BV11031 RS04295 WP 010330995.1 CLSDGHTYIETEQLIIDTQSLLNQSVKEGQRITEMDAANAMIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !!!*!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

D
EYDEDNQFPESEFLLALGELEERMDNVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD

NTDB id 268807 BV11031 RS04295 WP 010330995.1 DYDDQFPESEFLLALGELEERMNVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus *!* !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EATFP IVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQP I EGKLL I IDEASMLDIWLANHLFKAIPDHIQI
NTDB id 268807 BV11031 RS04295 WP 010330995.1 ETFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo I IVGDEDQLPSVGPGQVLRDLLASQRVIPTVRLTDIYRQAEGSS IVELAHQMKKNGLLPNNLTAPTKDRSF IRCGGLSQIKEV
NTDB id 268807 BV11031 RS04295 WP 010330995.1 IIVGDEDQLPSVGPGQVLRDLLASRVIPTVRLTDIYRQAEGSSIVELAHQMKKGLLPNNLTAPTKDRSFIRCGGLQIKEV 560
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!



logo VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDI LNPPKEKRRELKFGDVVYRTGDKI LQLVNQPENNVFNGD
NTDB id 268807 BV11031 RS04295 WP 010330995.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IGE ITS I FYAKENTEKEDMAVVNSFDGNEMTFTKKDFNQFTHAYCCS IHKSQGSEFP IVVLPVVKGYYRMLRRNLLYTAIT
NTDB id 268807 BV11031 RS04295 WP 010330995.1 IGEITSIFYAKENTEKEDMAVVNFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RAKKFL I LCGEEEALEWGVKNNDATVRQTSLKNRLSLVQI
VEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQLQ

NTDB id 268807 BV11031 RS04295 WP 010330995.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSLQIEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQL 798
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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