logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
2687
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
6 DFER RS00025 WP 012779625.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

MATKK. ..

AKK. o KKLEE] SKSEDR

= AL

.MAKK. ..
.MAKK. ..
.MAKK. ..
.MAKK. ..
.MAKK. ..
.MAKK. ..

E%KAL@/@AL%&

b
0

w
>

NNNNNNNNNNN N NEES N N NE NN NN NN NN N

13l

* 1 1%

I
L

|

RN

VN

Y
L

(]

T | ok

VY
|




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
2687
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
6 DFER RS00025 WP 012779625.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

d

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

Tk DT ERDID DR % %1 1o % 1x

0 AT Tt A CNERAL o Mt S

ANOKEGGINAF IDAEHALDPRY AINALGVN
ANNGKRGCINAF IDAEHALDPRY AINALGVN
ANNOKGGINAF IDAEHALDPRY AINALGVN
ANNQxRGCINAF IDAEHALDPRY AINALG VN
ANNGKEGGINAF IDAEHALDPRY AINALGVN
ANOKIHGGINAF IDAEHALDPRY AINALGVN
ANNGKEGGINAF IDAEHALDPIY AFNLGVN
ANQKNGGINAF IDAEHALDPRY AINALGVN
ARUOFNGGMAF IDAEHALDPYYY AMALGVN
ARYQKNGGA IDAEA DPESY ApNLGVN

AQAQKAGGTCAFIDAEHALDPVYARALGVN DELL

AIFNQKISGGIWNAF IDAEHAJIDIMNY AJNL G

AlFNQKNIGGIWNAF IDAEHAJDIIY AINSLG N EL

A0 KINGGUA6AF IDAEHALD|RYY AIYL G VNEYD Ll
AIMEOKINGGUASAF IDAEHALDUSIY AJQHLGV gy
AINSOKINGGUAMAF IDAEHALD\SIY AJSHLGV
AQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELL
VUOAF DAEHARDPNY ARISL G V]S

F

VGAF DAEHARIDPNY ARINL G VY
VEOAF DAEHARIDPNY ARINL G V]S
INSAFIDAEHALD|MNY ADISL G V]S

AVWNQ NIGREXMAF DAEHALDPBYA[YL.GVN D LL
I lskskskkok |

T

PN

SQPDYGEQALEI
L SQPD GEQALEI[
SQPDYGEQALEIN
SQPDRGEQALEIN
L SQPD GEQALEIM
SQPD GEQALEINM
SQPDGEQALEIS
GEQALEI®
GEQALETI[®
GEQALEI®
GEQALEIN
GEQALEI®
GEQALEI®
SQPDEIGEQALEIN
SQPDRNIGEQALEIN
SQPD GEQALEI
EEIEE

*

|

—EZ

10

J

)

156
155
155
155
155
155
155
155
155
140
142
154
147
150
141
143
143
158
142
142
142
150
141
141
141
141
141



A

50, v LU S ol IR ETT

NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALVP G IGDSEJVGLQAR . 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 234
NTDB id 228 SPD RS09265 WP 001085462.1 GDEGDSHVGLQAR . 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 234
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR . 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 VDSVAALVP GDHMGDSHVGLQAR . 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VDSVAALVP GDHMGDSHVGLQAR . 234
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR . 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR . 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 221
NTDB id 1313 DR RS12030 WP 010888966.1 VDSVAALRP GDMGDSIHJGLQAR . 233
NTDB id 26876 DFER RS00025 WP 012779625.1 DSVAALVP G MG S GLQAR . 226
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 229
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1123 0OK783 RS03845 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR . 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVP G MGD [WJGLQAR . 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 \ASANVNRT)S G MGDSH GLQAR . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 220

consensus PUUE o b h Dok Dok Dokorek DLk Dok D Lk Ll kk % %k %k 0 LDDxd Lkl 1 1Tkl LT 11 Lklrxl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
499
527
453
408
115
625
1313
2687
1334
1245
1214
1211
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
6 DFER RS00025 WP 012779625.1
RAOC RS04870 WP 004918236.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

. .NTQIEGTGDQK
. .NTQIS4GTGDQK
. .NTQIS4GTGDQK
. .NTQIS4GTGDQK
. . STQI¥4GTGDQK
. . STQI¥SGTGDQK
. . TTQIS4GTGDQK
.NTQIS4GTGEQK

..N
..N
..N
.G
..G
.G
..G
.. G
.G
..G
.G
..G

.G

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

AKVVKNKVAPPF

K VVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARIPF
KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

RN

IM GEGISSTGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
INYGEGIS
IMYGEGIS

ElSs EL D)

UUOUUNNNZXWWNNZ

SESES]
<<

[CA-AASESIvASEIsI>NL]

WA

311
310
310
310
310
310
310
310
310
291
293
306
299
306
293
295
295
309
293
293
293
301
292
292
292
292
292



el el ECE o

NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED 387
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEI 384
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELET 384
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELETI 384
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELET 384

NTDB id 499 SM12261 RS08315 WP 078228268.1 IDGEETAES... .KKDE....AAQVDS..VNEEVTLDLGDELEI 380
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IDGEEAAES... .KKDE....VAQVDS..VNEEVTLDLGDELEI 380
NTDB id 453 Spy49 1753c ACI62003.1 LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIETI 376
NTDB id 408 SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIEL 381
NTDB id 115 BSU 16940 NP 389576.2 DNNGVVQQQAEETQEEL.EFE.E. ... ... ... ... ... ... 348
NTDB id 625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE.QI.NILPDDST..... EE........... 355
NTDB id 1313 DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAAE. .A. . .. i 363
NTDB id 26876 DFER RS00025 WP 012779625.1 = EGNRESeInleS A VI§A LK AHEMEAEGKIWAGLVNNDP . . . .. DSLIDTSEPNVAD..DGS....PE............. 355
NTDB id 1334 RAOC RS04870 WP 004918236.1 = QDTiEEERNCGRDT VISE L BKBINIAANABAREA KIAEKLQAK . . . . o e 343
NTDB id 1245 Cj1673c YP 002345041.1  KDK)GEeInleIEN\ISI A BN KNI ARSI TK AMQONSMEEG . . . . . MISGSEDDE..GE. . E......... ... ... ... ... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 QDKJSEERICREN\PNGA LIMKIDBKABABISITLKENESI[ESNE. . . . . EIMPLPDEP..LE. .EME. ... ... ... .. ....... 347
NTDB id 1211 C694 RS00795 WP 000963128.1 = QDKjGEeInleIRE\PNGA LIRKIZBK ARABDSITLKERESTI[€SNE . . . . . EIMPLPDEP..LE. .EME. ... ... ... ... ... ..., 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1 DGTERERICRN PNV K IRK 2 \=oni A DK IS ) EMN TL@SNP . . . .. NSVLKATASDSND. .ESDVEEFSEEEL.......... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 INEFAKIGQG "N\ WY LINENPEINET LSS 'RESBUG /1230 . HITEGTQDETDGE..R...... PEE............ 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMEFNKTGQG NN Y LIMENPEIN'ET 'ESY RESBUG '3V S HITEGTQDETDGE..R...... PEE............ 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 INEFAKIGQG "N\ WU LINENPEINETI LYY 'REVBUG /1230, HITEGTQDETDGE..R...... PEE............ 348
NTDB id 1427 RS RS02760 WP 011000510.1 NGERMSCINCGRIINCHERARINAINEARNSENKWAEHLEMTP . . . . . MGAVTLA.EEVEE. .D........ ... ... ... ... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 NGD@RGRIEGKANACKMRKINWINIAK TEBKK@IEMLLNPE. . . .. NMQLIAETSSAAD. .DVEFGAVPEEF........... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 NGD@RGRIGRANPNCKMRKINDNIAK TR K KIAEMLLNPE . . . .. NMQLIAETSSAAD..DVEFGAVPEEF........... 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 QGNp@Reiale NNV I RASHEINAENNS TSNS A VIBIEQLLTKA . . . . . SDQTAA .HDETEE. .EPDLL. .ES............. 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 QGNpeReIn[eBNIV IRMF EIRNERIABNSER NBIEQLLTTG. . . . . TNGAVQ.I.EDEE..EPDLL..LES............ 349

NTDB id 1205 PSJM300 05545 AFN77183.1 IGENKIGOG PANAENG LIDENPET(ENET -[NIN ' REVGHE 5 I, ANTKATPVAEDLA. .DADI....... ... ... .. ... 347
consensus * ok



logo

ELEE
NTDB id 600 KW2 RS01765 WP 011675413.1 .... 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 EIEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 EIEE 388
NTDB id 159 SP RS09750 WP 001085462.1 EIEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 EIEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIEE 384

NTDB id 453 Spy49 1753c ACI62003.1 ED.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 ED.. 383
NTDB id 115 BSU 16940 NP 389576.2 e 348
NTDB id 625 LCA RS02525 WP 011374196.1 R 355
NTDB id 1313 DR RS12030 WP 010888966.1 R 363
NTDB id 26876 DFER RS00025 WP 012779625.1 e 355
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1245 Cj1673c YP 002345041.1 R 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1389 A4U84 RS07560 WP 021112712.1 R 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 R 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 .... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 e 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



