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NTDB id 1303 VF RS02230 WP 011261220.1 .......MKLIRLLISIIA.IGSAFNVLAAPPSSFSKAKKEAVKIYLDHPTSFYCGCDITWKDKKKGIPDLQSCGYNVRK 72
NTDB id 1297 VP RS12690 WP 005461720.1 ..........MKYLFTLFL.FVLSTSAFSAPPSSFSAAKREAVKIYQDHPSSFYCGCDIQWQG.KKGVPDLASCGYQVRK 68
NTDB id 1148 A1552VC RS01200 WP 000972596.1 .........MMIFRFVTTL.AASLPLLTFAAPISFSHAKNEAVKIYRDHPVSFYCGCEIRWQG.KKGIPDLESCGYQVRK 69
NTDB id 26858 MMC1 RS10545 WP 011713695.1 MGKPGFIVLTLSLLMTISAIAQAADPQIPHRIASFSEAKKLLPKVFEGHRTTFYCGCSYT....KHKEVRSGACGYQPRK 76
NTDB id 1178 HJ37 RS00640 WP 001082313.1 MNRTNFLVTFLIALFA........IPAFAEHPTSFSQAKRFAREIYQDNQSTFYCGCSYN....NDGAIDAASCGYEPRK 68
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GGRRKCNCAESTKRKTVNSDKTPAQVEFENSKAKQLMVESADLHNLTVPSAI

VGELVNGDRSNLFNRSFGSMQ
NTDB id 1303 VF RS02230 WP 011261220.1 QEKRASRIEWEHVVPAWQFGHQRQCWQD...........GGRKNCTRKDKQFKLMEADLHNLVPAIGEVNGDRSNFRFSQ 141
NTDB id 1297 VP RS12690 WP 005461720.1 QEKRAARIEWEHVVPAWQFGHQLQCWQS...........GGRKNCSRNDTAFKLMEADLHNLTPAVGEVNGDRSNFNFSQ 137
NTDB id 1148 A1552VC RS01200 WP 000972596.1 NENRASRIEWEHVVPAWQFGHQLQCWQQ...........GGRKNCTRTSPEFNQMEADLHNLTPAIGEVNGDRSNFSFSQ 138
NTDB id 26858 MMC1 RS10545 WP 011713695.1 NPKRGSRIEWEHVVPAHAFGHTRQCWQEPICTTQKGKAYKGRRCCAKVDPVFEAMESDLHNLVPAVGELNGDRSNLSFSM 156
NTDB id 1178 HJ37 RS00640 WP 001082313.1 QPKRGERLEWEHVVSAWEIGHQRQCWQN...........GGRRNCEKNDPEFSKMVSDLHNLVPSVGELNGDRSNFRFGM 137
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LSRKAKSQQSRTRQLFMNQSEVAWDSNNKREMTQDYPVSDDKEWEKRCLVERNDLQRKR IRAEGRKMIVQ

NTDB id 1303 VF RS02230 WP 011261220.1 WNGNKGAYYGQCAFKVDFKGRVAEPPAQSRGAIARTYLYMNQEYRFNLSKSQRQLMNAWDKQYPVSEWECERDKRIAKIQ 221
NTDB id 1297 VP RS12690 WP 005461720.1 WNGMDGVSYGRCDMQVNFKQRKVMPPDRARGSIARTYLYMSKEYGFKLSKQQTQLMSAWNKTYPVDKWECERDKRIAKVQ 217
NTDB id 1148 A1552VC RS01200 WP 000972596.1 WNGVDGVTYGQCEMQVNFKERTAMPPERARGAIARTYLYMSEQYGLRLSKAQSQLMQAWNNQYPVSEWECVRDQRIEKVQ 218
NTDB id 26858 MMC1 RS10545 WP 011713695.1 VSGE.PRAYGACDFEIDWDTDRVEPRPEVRGDIARTYFYMNATYGLPISKKQRRLFEVWNREDPVDDWERERNRRIERMQ 235
NTDB id 1178 HJ37 RS00640 WP 001082313.1 IPNE.SRAYGQCDFEVDFKDRRAEPPANRQGDIARIYFYMRDQYGLRLSRQQTQLFEAWSRMDPVDEWEKLRDLRIRGIQ 216
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logo GKNAHSNCQRPYF IVRSYQGKEQSACPRAKNL
NTDB id 1303 VF RS02230 WP 011261220.1 GNHNQFVYKACRK. 234
NTDB id 1297 VP RS12690 WP 005461720.1 GNHNPFVQEACRAL 231
NTDB id 1148 A1552VC RS01200 WP 000972596.1 GNSNRFVREQCPN. 231
NTDB id 26858 MMC1 RS10545 WP 011713695.1 GNANPFIQ...... 243
NTDB id 1178 HJ37 RS00640 WP 001082313.1 GKSNCYVSGSC... 227
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