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NTDB id 1019 ACIAD RS04205 WP 004922051.1 271
NTDB id 268478 C2R16 RS16050 WP 001326494.1 RDETI LALTAAETGHLVIR TLHT&A A[RE 267
NTDB id 1307 DR RS10055 WP 010888596.1 RDMET I A TAAETGHLVNIGTLHTNISAI@Y IDRI DVFPE E] Q 274
NTDB id 1086 NMV RS00245 WP 002218487.1 RDIFETI®LALTAAETGHLVFGTLHT [AAKT DRI DVFPA[EEK MVREMLSESLISAVISQIYLLK 270
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NTDB id 1060 ABD1 RS04380 WP 000355489.1 LALTAAETGHLVFGTLHT SAAKTIDR IDVFPAEEK MVREWMLSESLNAVISQELLK 270
NTDB id 1040 HON27 RS13360 WP 000355489.1 LALTAAETGHLVFGTLHT SAAKTIDR IDVFPAEEK MVRIWMLSESL[RAVISQULLK 270
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