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NTDB id 1203 PSJM300 01605 AFN76401.1 ....MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFAISAR 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ....MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFAILNR 76
NTDB id 267922 C2U47 RS13020 WP 042882153.1 ....MNMDVLLAALVEQKGSDLFITVDAPPTLKVNGRLVSLGPAPLDKTTALALIRESLDETHFERFLHTREANYAIQ.R 75
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ....MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEAL.SVADVTALLHAMMDDARQAEFKQTREANFAVV.R 74
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFSFA.L 79
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFE.I 75
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ....MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETDFSFE.I 75
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NTDB id 1203 PSJM300 01605 AFN76401.1 G.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNSSGHI 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHSKGHI 156
NTDB id 267922 C2U47 RS13020 WP 042882153.1 GSLGRFRVSAFWQQDMPGMVLRRIETRIPTFDELVLPPILQEVAMAKRGLVLFVGATGAGKSTTQAAMIGFRNQHGDGHI 155
NTDB id 1177 A1552VC RS01165 WP 000422572.1 D.SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHRTGHI 153
NTDB id 1307 DR RS10055 WP 010888596.1 GDKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTKKLHI 159
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEHI 155
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ANLARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINSSRYEHI 155
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NTDB id 1203 PSJM300 01605 AFN76401.1 ISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHANNANQ 235
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHANNANQ 236
NTDB id 267922 C2U47 RS13020 WP 042882153.1 LTVEDPVEFVHQHDRCLVTQREVGIDTASFDVALKNSLRQAPDVILIGEIRSQETMEFAIQFAETGHLCLATLHANNANQ 235
NTDB id 1177 A1552VC RS01165 WP 000422572.1 LTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHANNANQ 233
NTDB id 1307 DR RS10055 WP 010888596.1 LTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTNSAPE 239
NTDB id 1283 ACE17W RS02630 WP 010947729.1 LTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSATK 235
NTDB id 1259 GCO85 RS10305 WP 010947729.1 LTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLHTNSATK 235
consensus ***!!!*!!*!********!!!!**!! !***!!***!!**!!*!!*!!*!* !*** !***!!!!!!***!!!*!*!**

logo

S
A
T
I
L
E
N
DR IVLINDHFLVVFDPEKQADEKEQRRHKQNQRESMQFIVFWLRFLVMSQMDLASFNELSNLRVQKGAI

V
M
I
V
S
T
AQSQL IVLRKPDRSKTHKPAHDNKGGKQRSGRHRVGLAVAI

V
Y
F
LEVIML IMLACNNSTGPRALALVI STARANDI

Y
L IRQRKEDGKELMTVI FYAHKREQI

M
L
T
Y
K
A
G
E
S
T
L
S
V

I
M
K
T
A
Q
K
R
T
G
S
A
T
G
Q
D
R
A
E
E
V
K
LGMVQ

NTDB id 1203 PSJM300 01605 AFN76401.1 ALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTDLGMQ 315
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGELGMQ 316
NTDB id 267922 C2U47 RS13020 WP 042882153.1 ALDRILHLVPQEKHRQFLFDLSFNLRAIVAQQLLPSAHGQRRVAAFEILLNTPLVTDIIRKGEMHRLKEVMTKSGELGMQ 315
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQEVGMQ 313
NTDB id 1307 DR RS10055 WP 010888596.1 SIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAREGMV 319
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGMQ 314
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTGQAKGMQ 314
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NTDB id 1203 PSJM300 01605 AFN76401.1 TFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.QGLT........LEMSDDDPGRSFR..... 381
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYG...SGSLQNVK........IDME.............. 368
NTDB id 1307 DR RS10055 WP 010888596.1 TMDAYLAGLFRRHLITYDKGLERAIDPKEFARLA...NDASAGLGGA.SMTPAAPPVPAYNSASSSSTGRGGDFGRGAAA 395
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