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NTDB id 600 KW2 RS01765 WP 011675413.1 EIYGPESSGKTT 156
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEYY ABRAL GVN SQPD 155
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NTDB id 453 Spy49 1753c ACI62003.1 ANEAQKINGGINNAF IDAEHALDPEYY ALWALGVN QPD 155
NTDB id 408 SMU RS09530 WP 002262392.1 ARENQKPBIGGIWNAF IDAEHALDPEYY ABWAL GV N SQPD 155
NTDB id 115 BSU 16940 NP 389576.2 AIYQENGGAINAFIDAEHALDPIYYARIMLGVN ELL SQPD 140
NTDB id 625 LCA RS02525 WP 011374196.1 AIRYQK[NGGIWNA IDAERA DPICYAWWALGVN D LL SQPD 142
NTDB id 1313 DR RS12030 WP 010888966.1 G AENQKEAGGINMAF IDAEHALDPWUY ARSNLGVNQNDELL SQPDNGEQALET} 154
NTDB id 1245 Cj1673c YP 002345041.1 AINSOKENGGUAMAF IDAEHALDAASY AJSQYL GV NgYD Ll SQPDIYGEQALEIY 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AIMEOKINGGUASAF IDAEHALDNIY AJQHL.GV gy SQPD GEQALEI)® 143
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AINMQOKINGGUIMAF IDAEHALDE:I Y AISHL.GV Y L SQPD GEQALEI)® 143
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIINQKYJGGIWNAF ID AEHARGDIGNEIY ABSLG N EL SQPDRIGEQALETIf 150
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANNQKGIFENEAF TDAEHALDPYY AYLGVNIDELL SQPDRGEQALEI[® 158
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUGAF DAEHARDPUYARISLGV]S ELM SQPD GEQALEI[S 142
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VOAF DAEHARDPYY ARISL G V]S SQPD GEQALEI[e 142
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT UGAF DAEHAJIDPNUY ARSNL G VIY SQPD GEQALEI(e 142
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INSAFIDAEHALD|MNY ADISL G V]S SQPD GEQALEIM 150
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INMAFIDAEHALDP[NY AL GV SQPDRIGEQALETIJN 141
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NTDB id 1165 A1552VC RS01565 WP 000344154.1 |SSEeINciIel Gy SQPD GEQALEI[® IRSGAVD 141
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT SQPD GEQALEI(e BRSGAVD 141
NTDB id 267911 C2U47 RS07210 WP 010672819.1 |HRdeASIIelGNN SQPD GEQALEI[e 141
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