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NTDB id 113 BSU 40900 NP 391970.1 .NPFGGNQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSH..PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSH..PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
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NTDB id 267842 C2U53 RS11860 WP 042999045.1 NQFSGGAQSR..PQQ....QSAPAAPSNEPPMDFDDDIPF 175
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPM..QQSA..PQQ....YS..QPQYNEPPMDFDDDIPF 177
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