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NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 267804 C2U45 RS22110 WP 103216220.1 MASRGVNKVIIIGRLGHDPEIRYSPSGTAFANLTVATSEQWRDKQTGEQKEQTEWHRVVMSGKLAEIASEYLRKGSEVYL 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQ....AESVQFLEPKNGGGSGSGGYNEG..........NSGGGQYFGGGQNDNPFGGN 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.EEGYGQSQEAYQRPAQQS.....RQPASDAPSH 146
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPY.DEGYGQSQEAYQRPAQQS.....RQPAPDAPSH 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGG.NQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 267804 C2U45 RS22110 WP 103216220.1 EGKLRTRKWQDQSGQDRFTTEVIV.GVGGTMQMLGGKQGGNE.QS...........SPQRNDGQ................ 131
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPA.QGGM..NVPAQQGSWGQPQ.....QPAKQHQPM 151
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NTDB id 113 BSU 40900 NP 391970.1 QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 P..Q...EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 P..Q...EAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N..A...TRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 267804 C2U45 RS22110 WP 103216220.1 ...Q...QRQQPQQ.QGNHSEPPMNFDDSDIPF 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..Q...SAPQQYS.QPQYNEPPMDFDD.DIPF 177
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