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NTDB id 267527 C0971 RS12920 WP 248891927.1 MAEKQSTLNLFADDQKYIKGKHLVTIFHNDQNLYTVLRVRVEETNENYEEKEAVITGYFPRLHEQETYTFFGQMKEHPKF 80
NTDB id 355 BSU 27480 NP 390625.1 ..MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKF 78
consensus ** !** *! ** *!*!! * !*!!! !!!!!!*!*! !! ! !*! *!!!!! !*! !!!!!*! * !!!!
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NTDB id 267527 C0971 RS12920 WP 248891927.1 GLQFHANHFRKEMPQSKQGVINYLSSELFKGIGKKTAENIVATLGENAISRILNEPSLLDTVPKLPPDKAKMLYDTLMEH 160
NTDB id 355 BSU 27480 NP 390625.1 GLQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRH 158
consensus !!!!*! !!*!!*! *! !*!*!!!!*!! !!!!!!!! !! !!* !! *!! **!*! !!*!** !! ! ! !
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NTDB id 267527 C0971 RS12920 WP 248891927.1 QGLEQIMVALNQYGFGPQLSMRIYQVYKDETLDIIKSNPFKLVEDIEGIGFGRADELGYQLGITGNHPDRIRAACLYTLE 240
NTDB id 355 BSU 27480 NP 390625.1 QGLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLE 238
consensus !!!!!!!* !!!*!!!!!!!!*!!! ! !!!* ! !!* !! !*!!!!!!*!!!!! *!**!!!!*!**!!*!!!!!
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NTDB id 267527 C0971 RS12920 WP 248891927.1 KESLQAGHVFLNAEDLLESVKKLLEENQPE..KIDYTDISNELLKLQEEGKIIGEEKRIYLPSLYFAEKGLVTNIKRILS 318
NTDB id 355 BSU 27480 NP 390625.1 TTCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIAS 318
consensus *! !! ** ! !* !! *!***! ! ! ** ! ! !* !* !*! !!!**!! * *!*! !
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NTDB id 267527 C0971 RS12920 WP 248891927.1 QTEYENQFPESEFLLALGKLEERLGVQYAPTQKEAIQTALMSPMMILTGGPGTGKTTVIKGIVELYAELHGCSLDPKDYR 398
NTDB id 355 BSU 27480 NP 390625.1 QTEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK 398
consensus !!!!!!!!!!!!!!!!!! !!!!* !!!!!*!!!!!! !! !!!**!!!!!!!!!!!!!*!!!!!!*!!!!*!!!! !*
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NTDB id 267527 C0971 RS12920 WP 248891927.1 KDEPYPFLLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGNEGFDRNEDHPLEGKLLIVDETSMVDVWLANQLFKALPEQI 478
NTDB id 355 BSU 27480 NP 390625.1 KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHI 478
consensus !!!**! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! * !!*!*!!!!!!*!! !!*!*!!!!*!!!!*!**!
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NTDB id 267527 C0971 RS12920 WP 248891927.1 QVILVGDEDQLPSVGPGQVLKDLLQSERIPTVRLTDIYRQAEGSSIIELAHEMKNGRLPEGISEQKPDRSFIKCTTAQIA 558
NTDB id 355 BSU 27480 NP 390625.1 QIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIK 558
consensus !*!*!!!!!!!!!!!!!!!!*!!! ! !!!!!!!!!!!!!!!!!!*!!!! !!!! !! ** * *!!!!!*! !!
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NTDB id 267527 C0971 RS12920 WP 248891927.1 QVVEKVVINAKKKGYSAKDIQVLAPMYRGPAGIDRLNVILQEIFNPNPDGTRKEITFGDVKYRIGDKVLQLVNQPENNVF 638
NTDB id 355 BSU 27480 NP 390625.1 EVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNVF 637
consensus !!!!!! !! !!!!*!!!!!!!!!!!!!*!!! !!!*!!*! !!** !*!* !!!! !! !!!*!!!!!!!!!!!!
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NTDB id 267527 C0971 RS12920 WP 248891927.1 NGDIGEIVSIFYAKENTEKQDMVVISFEGTEVTYTRQDLNQITLAYCCSVHKAQGSEFQIVILPVVRSYYRMLRRNLIYT 718
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
consensus !!!!!!! !!!!!!!!!!! !! !*!!*! !*!*!* ! !! !*!!!!!*!! !!!!!*!!*!!!!* !!!!!!!!!*!!
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NTDB id 267527 C0971 RS12920 WP 248891927.1 AITRSKQFLILCGEEDALRLGVERTDDQIRNTSLCEKLQEQIPTLELTENNEKDELLVSIEEILMNEDPMIGMENITPYD 798
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKEL......PFSVHDANIGMEGITPFD 791
consensus !!!! ! !!!!!!!!*!! !! ! *!*!!!* *! !** ** !!******* *!* !!!! !!!*!

logo FMKVDEEGQQ
NTDB id 267527 C0971 RS12920 WP 248891927.1 FMVDEG. 804
NTDB id 355 BSU 27480 NP 390625.1 FMKEEQQ 798
consensus !! *! *

X non conserved

X similar

X ≥ 50% conserved


