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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWND.RNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWND.RNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 26742 SFUM RS08245 WP 041440172.1 MAKGTVNKVILVGRLGGDPDVRYTPNGMAIAKFNLATNERVP.AGEGNWEDRTEWHRIVVFGKLAETCGNYLSKGRLVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS.........QEAYQRPAQQSRQP..AP 141
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS.........QEAYQRPAQQSRQP..AS 141
NTDB id 26742 SFUM RS08245 WP 041440172.1 EGSLRTQQWEDAQGVKRYTTEIVAR....DMTMLGGGAGEGQ.Q.................SQGQYGQGQQAQGQSQGKP 137
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ..P 150
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 26742 SFUM RS08245 WP 041440172.1 QSSQGATGR....SRADELPPHPGGGPDDDIPF 166
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQSAPQQY....SQ..PQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQK....PA..AQAEPPMDNFDDDIPF 180
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