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NTDB id 26736 BCEN2424 RS14045 WP 011694408.1 MFSFFKRFKKTQEPDPAESQSADAQQADEASDAA......EAAPVL....DAPPAADVPPASAQPAAPAVVMTVTPTND. 69
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 26736 BCEN2424 RS14045 WP 011694408.1 SDAGVDATEYLLDALREKVRAGRLTDPQQVKDALHDLLVELLTPLEKSLMLG.RAQPLVMMIAGVNGAGKTTSIGKLAKH 211
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 26736 BCEN2424 RS14045 WP 011694408.1 LQSFDQSVLLAAGDTFRAAAREQLAVWGERNNVTVVQQESGDPAAVIFDAVSAARARKIDVMMADTAGRLPTQLHLMEEL 291
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 26736 BCEN2424 RS14045 WP 011694408.1 KKVKRVIAKAHDGAPHEVLLVIDANTGQNALTQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPVPVYFIGVGEKV 371
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 26736 BCEN2424 RS14045 WP 011694408.1 EDLQPFSAVEFADALLG 388
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
consensus *!! !! ! ! !!!!

X non conserved

X similar

X ≥ 50% conserved


