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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 267349 C2U31 RS16870 WP 103273811.1 MSLAVLASRALSGAHAHVVRVETHLGPGLPGFNVVGLPDAGVRESRERVRAAIINSGFEFPAGRITVNLSPADLPKESGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAP..................EIERYLIMGELSLDGGLQPIKGVLPIAIR.AREEGFKGIILPK 139
NTDB id 267349 C2U31 RS16870 WP 103273811.1 FDLPIALGLLLASGQLPGPPSAGDAGGKPPAMPASESILARLVLAGELSLTGALTPVTAPLLIALGVARDQPDATLVLPA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLT..................NLANHEFIGELALSGELRGVSAIIPAVL..AAHKDNQHLIIAN 140
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLT..................NLANHEFIGELALSGELRGVSAIIPAVL..AAHKDNQHLIIAN 140
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARN..................KLESYEFIGELALSGEIRGVKGVLPAAL..AANQVERCLVVPH 140
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATD..................KLKNYEFVGELALSGGLRTVKGVLPAAL..AANKKQRHLVVPH 140
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDAS..................HLKQFEFVAELALTGQLRGVHGVIPAIL..AAQKSKRELIIAK 140
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSD..................KLKRIELLGELSLTGHLRGVHGAIPAVL..AASKAKREIIVPQ 140
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NTDB id 1323 RA0C RS07335 WP 004916218.1 QNTREAAIVNDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIIL 219
NTDB id 267349 C2U31 RS16870 WP 103273811.1 GSAEQAAWVPGLRVLSARSLADVAAHITGAHALPDAVPAPWP.....EPPPVPCLSDVRGQPAARRALEVAAAGGHSLLM 235
NTDB id 1271 LPP RS03220 WP 011213198.1 ANAAEASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILL 216
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ANAAEASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILL 216
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SNGDQAALVGVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLF 216
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ANGDQAALVGKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLF 216
NTDB id 1349 HI 1117 AAC22771.1 QNANEASLVSDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLF 220
NTDB id 1387 A4U84 RS06900 WP 020457569.1 QNANEVSLVSNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLF 219
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAH 299
NTDB id 267349 C2U31 RS16870 WP 103273811.1 VGPPGAGKSMLAQRLPGLLPPLSRTQALEAAAVAALAGHAQ...APAGQPPFRAPHHSLSVPALVGGGTHPRPGEISLAH 312
NTDB id 1271 LPP RS03220 WP 011213198.1 SGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAH 295
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAH 295
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAH 295
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAH 295
NTDB id 1349 HI 1117 AAC22771.1 LGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLAT 299
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAH 298
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L IVGASALMNPCSPSCTGFWHQYFRWYPQTEGDHNGDNPTSAPHQRNAANRTCAMASCTNSTSPFDQAESRQLMVIAQLMSRYALSAGNKRVLS
NTDB id 1323 RA0C RS07335 WP 004916218.1 NGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLS 378
NTDB id 267349 C2U31 RS16870 WP 103273811.1 HGVLFLDELPEFNRRTLESLREPLETGRVLISRAMRTARFPARFQLVAAMNPCPCGWRGHPARACACTPDQVARYAGRVS 392
NTDB id 1271 LPP RS03220 WP 011213198.1 HGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLS 375
NTDB id 1248 GCO85 RS03150 WP 011213198.1 HGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLS 375
NTDB id 1153 A1552VC RS00115 WP 000521788.1 NGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLS 373
NTDB id 1397 DSB67 RS15690 WP 005535577.1 NGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLS 373
NTDB id 1349 HI 1117 AAC22771.1 NGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLS 377
NTDB id 1387 A4U84 RS06900 WP 020457569.1 NGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLS 376
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GPLLDRIDIHIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLI 456
NTDB id 267349 C2U31 RS16870 WP 103273811.1 GPLLDRIDLHLRLPPVAPEDLD...GPPGEASPAVRERVLACRGRQLERQDK....PNAALAGAELDCHCALDESGRELL 465
NTDB id 1271 LPP RS03220 WP 011213198.1 APLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFL 451
NTDB id 1248 GCO85 RS03150 WP 011213198.1 APLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFL 451
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFL 448
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFL 448
NTDB id 1349 HI 1117 AAC22771.1 GPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFL 452
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFL 452
consensus *!*!!! !* **** * ! *** * ****! ***** ! * *!! * ***** ! ! * **

logo

K
R
E
K
Q
S
E
N
V
ALMENRTHSRKLNRKGGLS IVARVGALYDHRTLI ILRKVASRTIADMLANQERSGASEEPQTAKNRKQLVIAEFGLQASLQRHRTNPHI

V
L
Q
AQEAI

V
L
Q
S
GYKRSQAELNMVLDHRDLFPLWQKRKQVLQTSGNAEMQANSV

NTDB id 1323 RA0C RS07335 WP 004916218.1 KNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 267349 C2U31 RS16870 WP 103273811.1 RQAMRRLRGSARVLHRTLRVARTIADLEGAERLGARHVAQAVQYRAE............ 512
NTDB id 1271 LPP RS03220 WP 011213198.1 REVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 REVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 ESALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 ENALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 EKALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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