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MEAS I I EKIKEYKI IV ICTGLGLLVGGFFLLKPAPHQTPVKETNLQAEVVAI
VSKDSSVSTEKDEVKKEEKEEPLVEQDL ITVDVKG

NTDB id 1272 LPP RS04360 WP 010946546.1 ................................................................................ 0
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ................................................................................ 0
NTDB id 493 SM12261 RS04300 WP 000387351.1 MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDSVSEKEVKKEEKEEPLEQDLITVDVKG 80
NTDB id 521 SMSK321 RS04960 WP 000443804.1 MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDSSTEKDVKKEEKEEPVEQDLITVDVKG 80
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ................................................................................ 0
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ................................................................................ 0
NTDB id 1294 VP RS04495 WP 021449594.1 ................................................................................ 0
NTDB id 267320 C2U30 RS09995 WP 039041323.1 ................................................................................ 0
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ................................................................................ 0
NTDB id 1362 HI 1008 AAC22669.1 ................................................................................ 0
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LLLTNSGLAQKVSFDSCEFGLVIAPTVLFILVAVSYPAPQSFLVTLPSLATSFKLNQGAAEDNEASTKVEAASTPKXATQKQSATAEHQSTPVVTVHMQTATQAQGESKPAGTVQTPADPTVQAASTVKPYESQAKTEVKLSVGENKIVADEKSV

NTDB id 1272 LPP RS04360 WP 010946546.1 .....................MKARLIAI....LL.......SFIVIPFSSQAEN.EPQ...........KTPAKQVLVK 36
NTDB id 1249 GCO85 RS04230 WP 010946546.1 .....................MKARLIAI....LL.......SFIVIPFSSQAEN.EPQ...........KTPAKQVLVK 36
NTDB id 493 SM12261 RS04300 WP 000387351.1 AVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ........QAGPGTASSTSKE 152
NTDB id 521 SMSK321 RS04960 WP 000443804.1 AVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ........HTGSGAPSSTSKD 152
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ...................MQIKTKIVTL....FLSL.....CLPTLPLLANAEETAPAA.............QVEEGIV 39
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ...................MQIKTKIVTL....FLSL.....CLPTLPLLANAEETAPAA.............QVEEGIV 39
NTDB id 1294 VP RS04495 WP 021449594.1 ..........................MKW....ILTL.....CLVVFAPLSLAAD..TKA.............DKYEGIE 30
NTDB id 267320 C2U30 RS09995 WP 039041323.1 ...................MNKKT.LIAA....LLLG.....CLPLLSQPLLAADKAATK..........PVATTQVKES 41
NTDB id 1382 A4U84 RS07375 WP 062924234.1 ...................MKKLSRYTFS....LL.......FG.LFSATTFAEEKVTTSTEHTPVVMQQ.VAATQKVNA 48
NTDB id 1362 HI 1008 AAC22669.1 ...................MKTL..FTSV....VL.......CGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVS 48
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NTDB id 1272 LPP RS04360 WP 010946546.1 GKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 1249 GCO85 RS04230 WP 010946546.1 GKINLNTADVYSLTGSFKGIGKKRAEAIIAYRENHQGFKSLEELAEVKGIGQRFVDKNREKLKEIFVIN 105
NTDB id 493 SM12261 RS04300 WP 000387351.1 KKVNLNKASLEEL.KQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD.... 216
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KKINLNKASLEEL.KQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD.... 216
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 ITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 ITVNINTASAEELATLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL..... 103
NTDB id 1294 VP RS04495 WP 021449594.1 ITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL..... 94
NTDB id 267320 C2U30 RS09995 WP 039041323.1 GKINLNTASAGEL.TALKGIGEKKAQAIIDHREKQGKFTSVDQLADVSGIGSATLEANRDMIIVK.... 105
NTDB id 1382 A4U84 RS07375 WP 062924234.1 NVVNINTATASEIQDKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE.... 113
NTDB id 1362 HI 1008 AAC22669.1 DKLNINTATASEIQKSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF..... 112
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