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NTDB id 267262 LCU RS10175 WP 081038321.1 MTRLLIYFLTFVIGACCASFLTVCAWRWPLGLSITWPGSRCDFCHHALAWYDLCPIISYLILRGHCRYCDTRIQHHFFTSEVIGG 85
NTDB id 623 LCA RS08810 WP 011375453.1 ...MLLYLIIFYSGACCASFLTVCAWRLPIEKSIITPRSHCDCCQQSLAWHDLLPLFSYLYLRGHCRTCHAQIKPTFLFSELIGG 82
consensus ****!*! * ! !!!!!!!!!!!!!! !* !! ! !*!!*!** !!!*!!*!* !!! !!!!!! !* ! *! !!*!!!
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NTDB id 267262 LCU RS10175 WP 081038321.1 LLACCLASQYFTPQIGYLLLILYLLSLVDIFHTALYPVPMVLAFMPLFIDYWPTNHWLSALLIGSTLSVINYFSDGIGTGDIELL 170
NTDB id 623 LCA RS08810 WP 011375453.1 LLACFIFSESLSWDLAYLLVILFYISLVDLFYYILYPIPLFASLVPLFYLYWPQNHWLGAIVFCCGLLLTTYWASGFGFGDVELL 167
consensus !!!!** ! ** **!!!*!!* *!!!!*!* !!!*!* *!!! !!! !!!! !** ** ! * !* ! ! !!*!!!
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NTDB id 267262 LCU RS10175 WP 081038321.1 AILGLWFGLEVTLSMLLIACLLCLIKYLIDSLHHPVVLALVGRRPIPFVPYISYGVLIVLFIANT 235
NTDB id 623 LCA RS08810 WP 011375453.1 TILTLWVGLESVLRILLAACLICILFQGIKKIW...PSPKQATRQIPFIPYISMGVVIILLQTPQ 229
consensus !! !! !!! ! *!! !!!*!** ! ****** * * !*!!!*!!!! !!*!*! *
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