
logo

MSTQM
Q
L
S
D
P
N
TRNTAHLVEPEKLYTWDLTTI FAKNTDAADFWETVAEFYEKKSTVKVQTDQLKPKTALKSATLYADGHRLPFLDESADKNQLLVAGATI

T
E
K
L
Q
I
Y
L
M
A
S
L
T
F
MRQRLEKTIYVYASMKNDQ

NTDB id 267257 LCU RS09100 WP 054644248.1 MSTQQLPTRNAVPEKLTWDLTTIFKNDAAFEVAFKKVKTQLPTLKTL.DRPFESADQLVATIKQILATFRQLETIYVYASMKNDQ 84
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQ 81
consensus **** * ! ***!! !!!!!!!! !! *! * !* * ** *!! *!** * ! !! !!!!!!!!!!!

logo DTATNVAGLTYQEGYQAKQAVDSNSLAYASEQLVSAEAAFAFYFLDEPAEFI LMAI
L
D
P
D
I
K
V
K
QLATETFWKLESEQESPAGLAGKLYDSHFYFI EQRTI

L
L
T
A
D
N
S
K
RDHVLSGQEQAEEAELLAAAGDI FNSAG

NTDB id 267257 LCU RS09100 WP 054644248.1 DTANATYQGYQAQVDSLAAEVSAAAAFLDPAILAIPIVQLTTWLSESPALAKYSHFIQTITDSRDHVLSGQEEALLAAAGDIFSA 169
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNG 166
consensus !! * !! !!! ! *! ! !* *! *!** ! * !*!* ! !* * *!!!!! ! !!!!!!!!! *

logo

A
P
S
T
D
QTFNSVLDNASDI

L
L
QFPEWVSTDEGNQGDQTVFVEQLSTDHGNVFYI

S
Q
TLLMEQSAKDNRDS IVRKQAGAFYEALMYGKTYEGQFKQHNTFYAQTTLAQGTEVI

VKGVHNYLQAKQVHRHYDNS
NTDB id 267257 LCU RS09100 WP 054644248.1 ASQTFSVLDNSDLQFPEVTDENGQTFQLSDGVYSQLLQSANRSVRQAAFEALYKTYGQFKNTFATTLATEIKGHNYLAQVHHYDS 254
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNS 251
consensus ** !! !!!! !* !! !*! *! !**! * !* ! ! *! *!*!!*! !! !! *!*! !! *! !!! ! !*!! !

logo ARHQAALAAPKNAF IPEASVYDTSTLLVDEQSVNKQHLPLLHRYLTDELRKKQVLGNLDSELHKMF
YDLVYTPLLSEGKTPAELTATLYTYEEQASLQAKKTAEKEAVLAS I FLGEPDEYASK

NTDB id 267257 LCU RS09100 WP 054644248.1 ARQAALAPKAIPEAVYTTLVDQVNQHLPLLHRYTELRKKQLNLSELHMFDLYTPLLGKPALTYTYEQAQATAKEALSILGPDYAK 339
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETALTYEESLKKAEEVLAIFGEEYSK 335
consensus !!*!!!!* !!! !! *!** !! !!!!!!!! *!!!! ! ! !!*!*!*!!!! * !!! ! ! ! ! !**! !

logo

G
QVAHAHAI FDTDERLWIDVCHEPNKQGKRSGAYSGGAYDTNAPF IMLLNWQDDTLDNNLFYTLVHETGHSLVHSATFTRQTQDPYVYGDYP I FLVAE IASTTN

NTDB id 267257 LCU RS09100 WP 054644248.1 QVAHIFDDRLIDVCENQGKRSGAYSGGAYDTNPFILLNWQDDLNNLYTLVHETGHSVHSAFTRQTQDYVYGDYPIFVAEIASTTN 424
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTN 420
consensus !** ! *! !!! *! !!!!!!!!!!!!!!!*!*!!!!!! ! !!*!!!!!!!!!*!! !!!!!!*!!!!!!!!!*!!!!!!!!

logo ENI
LLTETYLLKQETQVKSDDPKI

T
Q
R
A
F
A
Y
I
LLNHYYLDGFKGTVFRQTQFAEFEHAI

MHAEAADANSGQI
PLTADEFMNSKQLQYADI

LNESKRYYGNLPAKAVEVDNDNPYEQIAQFL
NTDB id 267257 LCU RS09100 WP 054644248.1 ENLLTEYLLQTQSDPKIQAYLLNYYLDGFKGTVFRQTQFAEFEHAMHAAAANGQPLTAEFMSQQYADINSRYYGPAVVNDPQIAL 509
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQF 505
consensus !!*!!! !! !*! *!!*!!!!!!!!!!!!!!!!!!!!!*! ! ! !!*!!!*!! !!!*! *!! * * !

logo EWETR IPHFYMNYYVYQYATGFAAASTTYLAENGKI SVHTGKQTEPEGADKLDEAHYLDTYLKAGSSADYP I
LE I

V
I
M
K
Q
K
QAGVDMTNSATDYLDEARAFAKVFEDERLDVEQL

NTDB id 267257 LCU RS09100 WP 054644248.1 EWTRIPHFYMNYYVYQYATGFAAATTLANGISTKQPGALDHYLDYLKAGSSAYPIEIMQQAGVDMTSADYLERAFAVFEERLDQL 594
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVEL 590
consensus !! !!!!!!!!!!!!!!!!!!!!!* !! ! * * **!! !!!!!!! !!*!** !!!!!! !!!* !! !!!*!! !



logo EALLVAEKNGLNVHLS
NTDB id 267257 LCU RS09100 WP 054644248.1 EALLANLN... 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EALVEKGVHLS 601
consensus !!!* ***

X non conserved

X similar

X ≥ 50% conserved


