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NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETLSVENLSSSSTKSSVSKFNSSSSEKNKNEIMVDLKGAVAKPNV 83
NTDB id 267235 LCU RS01865 WP 056966017.1 .MWRDYWQRYRRFWWVPCLVII.LLGGGVFWQHSRQQRFLSTN.QQLMAQSTKR.KVKAKPVKQKKSVSKGGFVDIKGAVAHPGI 81
NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQN.EQLLATSASKTKPATKKTHQAATKKKGGFVDIKGAVVYPGI 84
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NTDB id 595 KW2 RS08725 WP 021037687.1 YQISS.DERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSP...............TGSSVSNQISTT 152
NTDB id 267235 LCU RS01865 WP 056966017.1 YPICVAKTRLFEVLKQAGDVTEAADTSQLNLAQTLSDQLIIYVPTKGEAVQAEELVKAADEP.........QAATDNQAGAGPIS 157
NTDB id 613 LCA RS05340 WP 231952379.1 YPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERTQEQASTGTSANASSTS 169
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NTDB id 595 KW2 RS08725 WP 021037687.1 SGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 267235 LCU RS01865 WP 056966017.1 TDAKINLNQADATQLQTLNGIGPKKAEQIIAYRDEQGQFKQIEDLQKVGGIGPKTFEQLRPQICVN 223
NTDB id 613 LCA RS05340 WP 231952379.1 DTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQICVN 235
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