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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 267222 C2H86 RS19355 WP 159409397.1 MRTGMFALALGLMCLGFLPVLPSV........GWLLLLLLGGGICAGTRLW....PLGCFLLGLCWACWSAQQALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGLLLLPFRWR....PLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 267222 C2H86 RS19355 WP 159409397.1 ASLDGRTLWLEGRVVGLPTRTAQGMRFELEQAHS.RRAELPRRLQLSWFDG....................PVMHAGEQW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 267222 C2H86 RS19355 WP 159409397.1 RMAVTLQRPAGLLNPHGPDREALLLARRIGATGTVKAGQLMHA..............VAPGWRDALRERLLKVDAQ.GQE 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 267222 C2H86 RS19355 WP 159409397.1 AALVALVLGDGAGLAREQWQTLQATGTVHLLVISGQHIGLLAGLLYALVAG.......LARWGLWPR..GWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLL.......LARWGIWPQ..RLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 267222 C2H86 RS19355 WP 159409397.1 ALAGALSYGWLAGAGVSVQRACLMLAVVLLWRLRFRQLGAVLPLLLALNLVLLVEPLAALLPGFWLSFAAVAILIYSFAA 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 267222 C2H86 RS19355 WP 159409397.1 R..............LGGWRPWQAWTRAQWVIAVGLLPVLLATGLPVSLSAPAANLLAVPWVSLAVLPLALLGTLLLPLA 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 267222 C2H86 RS19355 WP 159409397.1 GIGEGLLWGAGGLLDLLFHLLGLLAQWRPAWIPPALPVWAWLLVCCGALLLLLPRGVP...LRGLGGVMLLAL.WVPKAP 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 267222 C2H86 RS19355 WP 159409397.1 VPHGQVEIWQLDVGQGLAMLLRTQHHTLLYDAGPAKGET.DLGERVVLPTLRKLGVDRLDLMLISHAHADHAGGAAAIQR 564
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 267222 C2H86 RS19355 WP 159409397.1 GLPIGRIVGGEAL..........GDVQLQPCSSGEQWTWDGVHFSLWHWVD......GQSSNDRSCVLMVEAQGERMLLA 628
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 267222 C2H86 RS19355 WP 159409397.1 GDMEAGAERAWLVDTA..APRVDWLQAPHHGSRTSSTEAFIRATAARGVLISRGRNNSFGHPHAQVVERYRRHGLVVHDT 706
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 267222 C2H86 RS19355 WP 159409397.1 AVEGALRVVLGGQGEVE..SMRRQRRFWRDVGDG.............. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFGGAR..RMRDEPRFWREK................. 741
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