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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 267157 C2L66 RS01460 WP 054929634.1 MSLAVVRSRAPAAGRAPEVTVEVHLANGLPSFSIVGLPDLEVRESRERVRAALLNCGLDFPVRRITVNLAPADLPKESGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRA..................REEGFKGIILPKQ 140
NTDB id 267157 C2L66 RS01460 WP 054929634.1 FDLPIALGILAASGQIPVESLANREFAGELSLTGALRPMRGAFAMACGTARGHQSYPEASPGTPEDAASGRTPELYLPLA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLA...................AHKDNQHLIIANA 141
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLA...................AHKDNQHLIIANA 141
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALA...................ANKKQRHLVVPHA 141
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALA...................ANQVERCLVVPHS 141
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLA...................ASKAKREIIVPQQ 141
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILA...................AQKSKRELIIAKQ 141
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NTREAAIVNDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILI 220
NTDB id 267157 C2L66 RS01460 WP 054929634.1 SAKEAALVPGVAVYGAADLPSLCAHLAGDADARLYPVEAATLSD.DARVAPPDMADVIGQRGARRALEVAAAGGHHMLMI 239
NTDB id 1271 LPP RS03220 WP 011213198.1 NAAEASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLS 217
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NAAEASLTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLS 217
NTDB id 1397 DSB67 RS15690 WP 005535577.1 NGDQAALVGKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFL 217
NTDB id 1153 A1552VC RS00115 WP 000521788.1 NGDQAALVGVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFL 217
NTDB id 1387 A4U84 RS06900 WP 020457569.1 NANEVSLVSNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFL 220
NTDB id 1349 HI 1117 AAC22771.1 NANEASLVSDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFL 221
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHN 300
NTDB id 267157 C2L66 RS01460 WP 054929634.1 GPPGAGKSMLAARLPGVLPSMTDDEALTSAALLSASAIG.FTPAQWRQRPFRAPHHSSSAAALVGGRNPPQPGEITLAHL 318
NTDB id 1271 LPP RS03220 WP 011213198.1 GAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHH 296
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHH 296
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSE.INEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHN 296
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQE.INQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHN 296
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNE.LNFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHN 299
NTDB id 1349 HI 1117 AAC22771.1 GPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNE.LNFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATN 300
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSG 379
NTDB id 267157 C2L66 RS01460 WP 054929634.1 GVLFLDELPEFDRHVLENLREPLENGRITISRAALQADFPAACQLIAAMNPCPCGWRGDPGGRCRCTPEVAARYMRKLSG 398
NTDB id 1271 LPP RS03220 WP 011213198.1 GVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSA 376
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSA 376
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSG 374
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSG 374
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSG 377
NTDB id 1349 HI 1117 AAC22771.1 GVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSG 378
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PLLDRIDIHIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIK 457
NTDB id 267157 C2L66 RS01460 WP 054929634.1 PLLDRIDIQIEIPALSPAELSARSTASGESSAPIAQRVEAARERQLQRQG....KTNRELSGREVDAVCRPDNDGERLLR 474
NTDB id 1271 LPP RS03220 WP 011213198.1 PLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLR 452
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLR 452
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLE 449
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLE 449
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLE 453
NTDB id 1349 HI 1117 AAC22771.1 PFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLE 453
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 267157 C2L66 RS01460 WP 054929634.1 EAGERFGWSARAYYRVLKVARTIADLAGQDVPNAAQVSEAVQYRRAFGAQ........ 524
NTDB id 1271 LPP RS03220 WP 011213198.1 EVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 EVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 NALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 NALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1349 HI 1117 AAC22771.1 KALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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