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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 267156 C1707 RS20240 WP 101715735.1 .MAGSVNKVILVGNLGADPEIRTLNSGDRVANLRIATSETWRDRSSGERKEKTEWHRVVIFNDNLVKVAESYLRKGSTVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG.....APYD..........EGYGQSQEAYQRPAQQS 136
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGG.....APYE..........EGYGQSQEAYQRPAQQS 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDN...YAQN.... 146
NTDB id 267156 C1707 RS20240 WP 101715735.1 IEGAIQTRKWTDQQGQEKYSTEIVLQKFRGELTMLGGRGDGAGASSGGG.GYD..DGYGQGGGGGYGGGQGGG....... 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG.MNV..P.AQQ...GSWGQPQQPAKQH.... 148
consensus *!!****!!**** !********** ** !!**! ***** * ** * ***** * **

logo

RQPNQASN
P
M
D
F
G
N
Q
A
PSGHGPNQAETAGQR

P
G
P
S
A
Q
APAQRSQRKYQSPAQSAGPVQPRYANAEEPSAFPMPSVADMENDLFIDDEDIPF

NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ...NNFN..GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 267156 C1707 RS20240 WP 101715735.1 ....NFG.......GGAPRSQPSGPRESFSADLDDEIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ...QPMQ.......QSAPQQYSQPQYNEPPMDFDDDIPF 177
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