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NTDB id 267086 BAOM RS21865 WP 127762103.1 MNTISHSPLSIPQKAYSTELQHHLFGRQLLAAEIPFSLDVLETHIEQGYVAKTFGIEL....DYCIRCGNQDKQLFYTFPCAICG 81
NTDB id 108 BSU 35470 NP 391427.1 MN....VP.VEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGYITAENSISINKRRYRCNRCGQTDQRYFSFYH..SSG 78
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NTDB id 267086 BAOM RS21865 WP 127762103.1 QLCTYCRSCIMMGRVSECTPLYTWTGPAYEFHVPKSVMNWSGTLSEGQQTASDRVKQAILHQEELLVWAVCGAGKTEVLFAGIEA 166
NTDB id 108 BSU 35470 NP 391427.1 KNKLYCRSCVMMGRVSEEVPLYSWKEENE.SNWKSIKLTWDGKLSSGQQKAANVLIEAISKKEELLIWAVCGAGKTEMLFPGIES 162
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NTDB id 267086 BAOM RS21865 WP 127762103.1 GLLAGKRICIATPRTDVVLELAPRLKKAFPFIEVAALYGGSDDRHKLAPLSVATTHQLFRFKEAFDAIIIDEVDAFPYSMDPSLH 251
NTDB id 108 BSU 35470 NP 391427.1 ALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTTHQLLRYKDAIDVMIIDEVDAFPYSADQTLQ 247
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NTDB id 267086 BAOM RS21865 WP 127762103.1 YAVQKAKKQTATTIYLTATPSKQMQKQYRSGKLQAVTIPARYHRQPIPVPEMKWCSNWAKQFQQKKIPRPVQDWVNERIERQIPI 336
NTDB id 108 BSU 35470 NP 391427.1 FAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEPRFVWCGNWKKKLNRNKIPPAVKRWIEFHVKEGRPV 332
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NTDB id 267086 BAOM RS21865 WP 127762103.1 LLFFSSIAVMETARPLFQNLP....AVYAEHPNRKERVQALRDGELQGLLTTTILERGVTIERLEVAVIGAEHEVFTESALVQIA 417
NTDB id 108 BSU 35470 NP 391427.1 FLFVPSVSILEKAAACFKGVHCRTASVHAEDKHRKEKVQQFRDGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIA 417
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NTDB id 267086 BAOM RS21865 WP 127762103.1 GRVGRSFAYPTGNITFFHYGKSKAMVEAIKHITSMNEEARKHGLLDG 464
NTDB id 108 BSU 35470 NP 391427.1 GRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNELAAKVECTD. 463
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