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NTDB id 267075 BAOM RS18025 WP 373995346.1 ...............MKGRHLVTIFHNEENMYSVVRIRLDETNLNYDEQEAVVTGYFPRIHEHETYIFYGVLKEHPRFGLQFQVN 70
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQAE 85
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NTDB id 267075 BAOM RS18025 WP 373995346.1 HFRKDLPQSKEGIVAYLSGDMFKGIGKKTAESIVETLGENAISKILAQPSVLDNIPRLSGEKAKALYDTLLENEGLEQVMIALNQ 155
NTDB id 355 BSU 27480 NP 390625.1 HFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISLNQ 170
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NTDB id 267075 BAOM RS18025 WP 373995346.1 YGFGPQLSMKIYQMYKQDTVSIIQSNPYKLVEDIEGIGFGRADELGFQLGISGGHPDRIKAACLYCLDTQCMQDGHVYMEAEELL 240
NTDB id 355 BSU 27480 NP 390625.1 FGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQLI 255
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NTDB id 267075 BAOM RS18025 WP 373995346.1 EAVQRLLEENKRDVIEFT..NISSEIIKLEAERKIVVEETRIYLPALYFSEKGIVMNIQRLLQQTEYEDQFPESEFLLALGELEE 323
NTDB id 355 BSU 27480 NP 390625.1 IDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGELEE 340
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NTDB id 267075 BAOM RS18025 WP 373995346.1 RLGVTYAPAQKEAIQTALQSPMLILTGGPGTGKTTVIKGIVELYSELHGVSMNIKDYKKDEEPFPFVLAAPTGRAAKRMAESTGL 408
NTDB id 355 BSU 27480 NP 390625.1 RMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD.EAFPIVLAAPTGRAAKRMSESTGL 424
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NTDB id 267075 BAOM RS18025 WP 373995346.1 PAVTIHRLLGWNGSEGFAHDADNPIEGRIVIIDEMSMVDTWLAHQLLKALPEHSQLILVGDEDQLPSVGPGQVLKDLLASKAIPT 493
NTDB id 355 BSU 27480 NP 390625.1 PAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIPT 509
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NTDB id 267075 BAOM RS18025 WP 373995346.1 IALQHIYRQADGSSIIELAHEMKKGHVPHDVAKQQVDRSFIRCQQSQMADVIKQVVQNARKKGYSSRDIQVLAPMYKGPAGIDVL 578
NTDB id 355 BSU 27480 NP 390625.1 VRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINEL 594
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NTDB id 267075 BAOM RS18025 WP 373995346.1 NKMLQEVLNGDSEKKRRELQFGDVVYRTGDKVLQLVNQPEEGVFNGDMGEIVTIIFAKENTDHVDKVVISFEGIEVTYTKQDLNQ 663
NTDB id 355 BSU 27480 NP 390625.1 NVMLQDILNPPK.EKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQ 678
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NTDB id 267075 BAOM RS18025 WP 373995346.1 ITHAYCCSIHKSQGSEFPIVILPVVRSYYRMLRRNLLYTAITRSKDFLIICGEEEAFRLGVERNDETQRRTTLREKLQEIHARSD 748
NTDB id 355 BSU 27480 NP 390625.1 FTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMD 763
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NTDB id 267075 BAOM RS18025 WP 373995346.1 TKVIEEGESYLDRLMNEDPMIGMGDVTPYHFM..... 780
NTDB id 355 BSU 27480 NP 390625.1 AELEAL..QKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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