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NTDB id 1384 A4U84 RS08525 WP 010787006.1 MSQYTI.....CEQQTERIFDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDE 80
NTDB id 1355 HI 0298 AAC21962.1 MTSYALLHTQRVTAKNGEVFTISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQ 85
NTDB id 1366 NTHI RS01950 WP 011271972.1 MTSYALLHTQRVTAQNGEIFTISPDLWERNQQQQSLLLRYFALPLKEENNRLWLGVDSLSNLSACETIAFITGKPVEPILLESSQ 85
NTDB id 267072 BAOM RS17370 WP 127761365.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LKYLLNALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQL 165
NTDB id 1355 HI 0298 AAC21962.1 LKELLQQLTPNQMQVEEQVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
NTDB id 1366 NTHI RS01950 WP 011271972.1 LKELLQQLTPHQMQVEEQVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
NTDB id 267072 BAOM RS17370 WP 127761365.1 ..................................MSIEKTADDILKRAIRLAASDIHILPRKEGPLVRFRIDNRLIPQENLSFEE 51
NTDB id 96 BSU 24730 NP 390353.1 .................................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEE 52
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQ 250
NTDB id 1355 HI 0298 AAC21962.1 ANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQAFQRVLSQ 255
NTDB id 1366 NTHI RS01950 WP 011271972.1 ANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQRSLSQ 255
NTDB id 267072 BAOM RS17370 WP 127761365.1 TERLISHLKYLASMDIGEKRRPQNGSITLHLE.DRVIGLRLSTLPTAYVESLAIRLIPQQN.ILPLNQLSLFPTTTERLISLLKH 134
NTDB id 96 BSU 24730 NP 390353.1 CVRLISHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQYN.IPSIDKLSLFPKTGATLLSFLKH 135
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 PQGLILVTGPTGSGKSITLYSALNYLNQ.MDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEE 334
NTDB id 1355 HI 0298 AAC21962.1 PQGLILVTGPTGSGKSISLYTALQWLNT.PDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDIIMLGEIRDEE 339
NTDB id 1366 NTHI RS01950 WP 011271972.1 PQGLILVTGPTGSGKSISLYTALQWLNT.PDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEE 339
NTDB id 267072 BAOM RS17370 WP 127761365.1 SHGMIIFTGPTGSGKTTTLYSILHHVQELYNRHVITLEDPIENQSENVLQVQINEKAGITYSVGLKAALRHDPDVIMVGEIRDSE 219
NTDB id 96 BSU 24730 NP 390353.1 SHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAE 220
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 SAKMALRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGC..DECYQGYR.GRIGVYQC 416
NTDB id 1355 HI 0298 AAC21962.1 SAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGNLANSCDCHQGYR.GRIGVYQF 423
NTDB id 1366 NTHI RS01950 WP 011271972.1 SARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNLINSCDCHQGYR.GRIGVYQF 423
NTDB id 267072 BAOM RS17370 WP 127761365.1 TAKIAIRAALTGHLLLTTMHSRDAAGAISRLLEFGVSWLEIEQSLIAVTAQRLVELRNRRTVG.G.........AANKRASVYEL 294
NTDB id 96 BSU 24730 NP 390353.1 TAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCEN.GCSSVYCRQSRNTRRASVYEL 304
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSRTAKKF.....DKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE... 461
NTDB id 1355 HI 0298 AAC21962.1 LHWQQNDY..........QTDFKNLRASGLEKVSQGITDEKEIERVLGKNL.. 464
NTDB id 1366 NTHI RS01950 WP 011271972.1 LHWQQNGY..........QTDFENLRESGLEKVSQGITDEKEIERVLGKNS.. 464
NTDB id 267072 BAOM RS17370 WP 127761365.1 LYGRDLVKVLQGVKGENIEARHRTLKEEIGKAVAMGFVENKEFERLVFIDERG 347
NTDB id 96 BSU 24730 NP 390353.1 LYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD. 356
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