logo

NTDB id 26705 SPD RS08905 WP 000759901.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 26705 SPD RS08905 WP 000759901.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 26705 SPD RS08905 WP 000759901.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 26705 SPD RS08905 WP 000759901.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 26705 SPD RS08905 WP 000759901.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

logo

NTDB id 26705 SPD RS08905 WP 000759901.1
NTDB id 476 HSISS4 RS06995 WP 013990225.1
NTDB id 325 STU RS16125 WP 002946410.1
NTDB id 293 STER RS06925 WP 011681416.1
consensus

il

LR

AL

[V

il

RN L

DRGNS

MKKYI)J RJJLRSL SIF VTWLTYTIIYTMVPR LIF QDPNYNKIAJNTAD|S BJNYENT ER GYI YYDTKELQEKASS DS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS

MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKASSLDKS

(TR e D T R D

ADIgaNP LKRY RIFJENDPAIGW
VITKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW
VTTKPTKENKA YQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYIRIENDPAIGW

LA A s S

S VGSGTKHKYLLYFNSQFPFVHQNFVREANLGESYPTYANYREVLEAVITQGQGQTK [NV FPTGKKWSSV IYSRTYKSPSQAD

SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTMSSIAVNFPTGKK SSVDIYSRTYKSPSQADA
SVVGSGTKHKYLLYFNSQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA
SVVGSGTKHKYLLYFNGQFPFVHQNFVKMNLGTSYPTYAGQGVLDVITQGQGQTKSSVVNFPTGKKISSVDIYSRTYKSPSQADA

R VKOS VAL LAV TS ToUHLSL TN

RDRSYYGENDPYTATKSRYQYPSMVTSSATAGLIGLVLSYALAIPLGSYMARMFKNTLFDSVSTG LTFLLSLPTIALVYIIRLIG
RDRSYYGEWDPYTATKSRYQYPSMVTSSATAGLIGLVLSYALAIPLGSYMAIMFKNT FDSVSTGVLTFLLSLPTIALVYIIRLIG

RDRSYYGEDPYTATKSRYQYPSMVTSSATAGLIGLVLSYALAIPLGSYMAWFKNTLFDSVSTGVLTFLLSLPTIALVYIIRLIG
skokokok | | DU sk sk DD hskok DD Dk DL bk b bbbk bbbk b b L L E bk b bk b Dbk b LD s b DL sl DL

LA R M L

LT R F T DR

I GVIEGATLTET FA PGMGKMLIDSV ASNN MVVGLVFIFT[ SIFSBL GDIIMTIIDPRIKLT|AKGGKEIelS]
IVEVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTAL IFSLLVGDILMT IDPRIKLTSKGGKEEEEYS
IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK NS
IVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDILMTIIDPRIKLTSKGGK|3Ne

170
170
170
170

255
255
255
255

340
339
339
339

425
424
424
424



non conserved
B similar
> 507 conserved



