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ML VALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFS WYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLITIFSSWYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ
MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ

NLSOPCRLLATE N EE AL X R ERABIEYTALS I L G IR

RQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY]
RQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVN NKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY]
RQGSDTYKGRLSLKNEIYPFFLT KKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY]

3R] ALTONEEEHERAE AL AN Y UL LV A T

DSGIKFPDRIMALITGDVKE NEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGITIIVLALFAQYTNYAP
DSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGITIIVLEJL AQYTNYAP
DSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIVYJSPLKRLNLPLFVIKGITIIVLALFAQYTNYAP
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SAVRAIIMTTLVL ITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF
SAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF
SAVRATIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF
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|
IVAIPFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHFSVPKFNDWIF
IVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHFSVPKFNDWIF
IVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHF SVRSKFNDWIF

IOV LARRYLVTE LT e LN RO |

I FIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS
ITFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS
IIFIISVYYIFWLLAKRKYILVTVWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS

170
170
170

255
255
255

340
340
340

425
425
425

510
510
510



logo

NTDB id 266434 RK82 RS05345 WP 001805151.1
NTDB id 22 SA RS07995 WP 001557362.1

NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 266434 RK82 RS05345 WP 001805151.1
NTDB id 22 SA RS07995 WP 001557362.1

NTDB id 38 MW RS08220 WP 001566670.1
consensus

logo

NTDB id 266434 RK82 RS05345 WP 001805151.1
NTDB id 22 SA RS07995 WP 001557362.1

NTDB id 38 MW RS08220 WP 001566670.1
consensus

V

L TR LT e 1 R RS LU DR

KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKGYSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSS
KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKGYSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSS
KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIIIYNKGYSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSS
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FLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSG
FLEFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSG

FLEFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSG
Pt rrr ettt et rrrr e rrrrrrrrrrrrrrnnd

L ENRCH R ST DLDLADY

KNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNLKVDSESYGNASGL 733
KNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNLKVDSNSYGNASGL 733
KNNMYHLPNIEVVKRLQRIRSRIYNSQQONGQVTIDLDDNLKVDSNSYGNASGL 733
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