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NTDB id 26643 LEUM RS09475 WP 011680488.1 ...........MVQPALTKTLLTGVIAGVVGGGAILYGQQGVQLLQNQNQKVSTTATSTKTIAKNATATSAYNKVSDAVVSVLNF 74
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIP..FLVIFLTFILGVISTLTFNWITGNKSFS.NNGK..T..TVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQV..FIVLLVGFIGGVAGTWGFSYFSTPHSAT.NNNQKTA..TTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQL..LVVIVISFFSGALGSFSINQLTQKSTES.T.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQL..LVVIVISFFSGALGSFSITQLTQKSSVN.N.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQL..LVVIVISFFSGALGSFSITQLTQKSSVN.N.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQL..LVVIVISFFSGALGSFSITQLTQKSSVN.N.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQL..LVVIVISFFSGALGSFSITQLTQKSSVN.N.SNNNS..TITQTAYKNENSTTQAVNKVKDAVVSVITY 78
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NTDB id 26643 LEUM RS09475 WP 011680488.1 TKSSQGSY................QESSEGSGVIYKKTDGSAFIVTNNHVITGAAKIQVMLHSGKKVTATLVGKDAMTDLAVLKI 143
NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDLAVIKI 163
NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDISVVRI 159
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
NTDB id 145 SP RS11450 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDIAVVKI 158
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NTDB id 26643 LEUM RS09475 WP 011680488.1 DGTDVTTTAQFGDSSKITVGENVLAIGSPLGSEYASSVTQGIISAKKRLVEATSENGQNYGGSTVIQTDAAINPGNSGGPLINFA 228
NTDB id 381 SMU RS09890 WP 002262650.1 SSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETIS.TNAIQTDAAINPGNSGGALINIK 247
NTDB id 425 SGO RS10525 WP 012131081.1 PADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIA.TQAIQTDAAINPGNSGGPLVNIQ 243
NTDB id 539 SM12261 RS09395 WP 000681587.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 256 KZH43 RS10270 WP 000681597.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 215 SPD RS10945 WP 000681597.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 181 SPR RS10425 WP 000681597.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
NTDB id 145 SP RS11450 WP 000681597.1 SSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAIS.TKAIQTDTAINPGNSGGPLINIQ 242
consensus ****!***!*!**!*!**!!!***!!!!!!!!*!!**!!*!!*!***!*!****!*!**** ***!!!!*!!!!!!!!!*!*!**

logo GQVIG INTSMSKLI SANSTTSNNSNSSGSGVTASVEGMLGFAIPSADNQDVAVIDSNIVINEKQLVEEKDNGEKVI
V
TRPAI

LG I SQLMAIVNLSSENAILVNTSASTSEGSDQKRSI SDRTRLKNLIPDSDSNVKTGNSGI
V I
VVLMR

NTDB id 26643 LEUM RS09475 WP 011680488.1 GQVIGINSMKLSTS...SSGTSVEGMGFAIPSDQVVDIVNKLVKDGKVTRPAIGISLINLSEVTASEQKSTLKIPDSVTGGVVVM 310
NTDB id 381 SMU RS09890 WP 002262650.1 GQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG.RDTLKIPSDVTSGIVVL 331
NTDB id 425 SGO RS10525 WP 012131081.1 GQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS.SDRLKLPDNVKNGVVVR 325
NTDB id 539 SM12261 RS09395 WP 000681587.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD.IRRLNIPSNVTSGVVVR 322
NTDB id 256 KZH43 RS10270 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVR 322
NTDB id 215 SPD RS10945 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVR 322
NTDB id 181 SPR RS10425 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVR 322
NTDB id 145 SP RS11450 WP 000681597.1 GQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD.IRRLNIPSNVTSGVIVR 322
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NTDB id 26643 LEUM RS09475 WP 011680488.1 SLTNNGPADKAGLKKYDVIVGINGKKVSSQADLREELYKHSLGDTITLTYYHQDTKQTVKVKLTQKLAS.... 379
NTDB id 381 SMU RS09890 WP 002262650.1 STQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH. 402
NTDB id 425 SGO RS10525 WP 012131081.1 STQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 SVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES. 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 SVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 SVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 SVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 SVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES. 393
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