
logo MLYVALSMIVGVLWNSSKVLSTFLF I LLLY IATYRKNKIVYAP I SLFL I I FSSWYLHYSQQATI FNYINYI ERNSQFNERAQVIQIQ
NTDB id 266398 RK79 RS11075 WP 042908045.1 MLYVALSMIVGVLWNSSKVLSTFLFILLLYIAYRKNKIVYAPISLFLIIFSSWYLHYSQQATFNYINYIERNSQFNERAQVIQIQ 85
NTDB id 22 SA RS07995 WP 001557362.1 MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ 85
NTDB id 38 MW RS08220 WP 001566670.1 MLYVALSMIVGVLWNSSKVLSTFLFILLLYITYRKNKIVYAPISLFLIIFSSWYLHYSQQAIFNYINYIERNSQFNERAQVIQIQ 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo RQGSDTYKGRLSLKNE IYPFFLTDNKKNFDLKKI ESRNC IVKGQFKVNEDNKFVTLKLQS IVVQSCLESNRSNL I EKHKQF IMNR IY
NTDB id 266398 RK79 RS11075 WP 042908045.1 RQGSDTYKGRLSLKNEIYPFFLTNKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY 170
NTDB id 22 SA RS07995 WP 001557362.1 RQGSDTYKGRLSLKNEIYPFFLTDKKNFDLKKIESRNCIVKGQFKVNENKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY 170
NTDB id 38 MW RS08220 WP 001566670.1 RQGSDTYKGRLSLKNEIYPFFLTNKKNFDLKKIESRNCIVKGQFKVNDNKFVTLKLQSIVVQSCLESNRSNLIEKHKQFIMNRIY 170
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DSGIKFPDR IMAL ITGDVKE INEQFKERVKE IG IYHLLAVSGSHIAAIVFL IYKQPLKRLNLPLFVIKGITI IVLTALYFAQYTNYAP
NTDB id 266398 RK79 RS11075 WP 042908045.1 DSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGITIIVLALFAQYTNYAP 255
NTDB id 22 SA RS07995 WP 001557362.1 DSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYQPLKRLNLPLFVIKGITIIVLTLYAQYTNYAP 255
NTDB id 38 MW RS08220 WP 001566670.1 DSGIKFPDRIMALITGDVKEINEQFKERVKEIGIYHLLAVSGSHIAAIVFLIYKPLKRLNLPLFVIKGITIIVLALFAQYTNYAP 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!

logo SAVRAI IMTTLVLL ITKQIKIKGIHQLLAFAF I IMF I LNPLVVYDIGFQFSF I I SFF IMLLFPFLQQLSKLQSLF I ITF IAQLASF
NTDB id 266398 RK79 RS11075 WP 042908045.1 SAVRAIIMTTLVLLITKQIKIKGIHLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF 340
NTDB id 22 SA RS07995 WP 001557362.1 SAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF 340
NTDB id 38 MW RS08220 WP 001566670.1 SAVRAIIMTTLVLLITKQIKIKGIQLLAFAFIIMFILNPLVVYDIGFQFSFIISFFIMLLFPFLQQLSKLQSLFIITFIAQLASF 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IVA IPNFHQI
LQWVGFLSNL I FVPYYSFI I LFPLS I LFF ITSHF IVGLTPLNYLVDLSFNFHDWLLDLFTR IKQSHFSVTPKFNDWI F

NTDB id 266398 RK79 RS11075 WP 042908045.1 IVAIPNFHQIQWVGFLSNLIFVPYYSFILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHFSVPKFNDWIF 425
NTDB id 22 SA RS07995 WP 001557362.1 IVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHFSVPKFNDWIF 425
NTDB id 38 MW RS08220 WP 001566670.1 IVAIPNFHQLQWVGFLSNLIFVPYYSIILFPLSILFFITSHFIVGLTPLNYLVDLSFNFHDWLLDLFTRIKQSHFSVTKFNDWIF 425
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo I I F I I SVYYI FWLLAKRKYI LVTVFWTI I I LTLL ITFPTNSHHKITMLNVGQGDS I LYEGGKNQNVL IDTGGKVIDDTKQPSYS I S
NTDB id 266398 RK79 RS11075 WP 042908045.1 IIFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS 510
NTDB id 22 SA RS07995 WP 001557362.1 IIFIISVYYIFWLLAKRKYILVTFWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS 510
NTDB id 38 MW RS08220 WP 001566670.1 IIFIISVYYIFWLLAKRKYILVTVWTIIILTLLITFPTNSHHKITMLNVGQGDSILYEGGKNQNVLIDTGGKVIDDTKQPSYSIS 510
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo KYHI LPTLNERGINELEYL I LTHPHNDHIGEVEYI I SHIKIKHI EV IYNKGYSSNTLMLLSKLSHKYNIKL IMDVRQVSSFKLGDSS
NTDB id 266398 RK79 RS11075 WP 042908045.1 KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKGYSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSS 595
NTDB id 22 SA RS07995 WP 001557362.1 KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIVIYNKGYSSNTLMLLSKLSHKYNIKLMDVRQVSSFKLGDSS 595
NTDB id 38 MW RS08220 WP 001566670.1 KYHILPTLNERGINELEYLILTHPHNDHIGEVEYIISHIKIKHIEIYNKGYSSNTLMLLSKLSHKYNIKLIDVRQVSSFKLGDSS 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo FLFFDSF IPNSRDKNEYS I ITMIATYQNKKVLLMGDASKNNESLLLKKYNLPE IDI LKVGHHGSKTSSSKEF I EMIKPKI SL I SSG
NTDB id 266398 RK79 RS11075 WP 042908045.1 FLFFDSFIPNSRDKNEYSIITMIAYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSG 680
NTDB id 22 SA RS07995 WP 001557362.1 FLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSG 680
NTDB id 38 MW RS08220 WP 001566670.1 FLFFDSFIPNSRDKNEYSIITMITYQNKKVLLMGDASKNNESLLLKKYNLPEIDILKVGHHGSKTSSSKEFIEMIKPKISLISSG 680
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KNNMYHLPNI EVVKRLQGR IRSR IYNSQQNGQVTIDLDDNLKVDSNSYGNASGL
NTDB id 266398 RK79 RS11075 WP 042908045.1 KNNMYHLPNIEVVKRLQGIRSRIYNSQQNGQVTIDLDDNLKVDSNSYGNASGL 733
NTDB id 22 SA RS07995 WP 001557362.1 KNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNLKVDSNSYGNASGL 733
NTDB id 38 MW RS08220 WP 001566670.1 KNNMYHLPNIEVVKRLQRIRSRIYNSQQNGQVTIDLDDNLKVDSNSYGNASGL 733
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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