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ALIEEGRATILATT A AR LA PG LA A A

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGIFKVEIEPF
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCEFNNETIKHYKSKLILAQMIQQQGCKVEIEPF

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKVEIEPF
PELLL Lt rrtsetrrrrnd

WL DIIRYELYSHOLGTE A S LN MR AT

LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQS FINPIPTRKLHTFNLEKKQI
LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSLFINPITRKLHTFNLEKKQI
LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFEISLFINPITRKLHTFNLEKKQI

LAV L DANRLYEA AT ROLELE T8 VLGTRRG

MMFQQIQYLGGHKYVAEKRNAKIBELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVHNYGYIFP
MMFQQIQYLGGHKYVAEKRNAKITIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVHNYGYIFP
MMFQQIQYLGGHKYVAEKRNAKITELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVMNYGYIFP

LETA R SRIDGLE

SN g E LD A RROLNRY

EQIYIJSWNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDRGNDVQILF 328
EQIYIENHPIEWQLQVDLLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDRGNDVQILF 328
EQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDRGNDVQILF 328

K non conserved
B similar
>507% conserved
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