
logo MS
V
D
KNRNTEHI

L
E
PEAKLYTWDLTTI FASTDAQDKWETELYEKSTVKVKQDELKSKLAVESTANDYAKGHLLDSAEKNTLLGTAITEKLNMYLMS ILMSQRKRLVEKI

LYVYASMKNDQDTRT
NTDB id 26565 LACR RS09135 WP 011676724.1 MVKNRNEIPEALTWDLTTIFSTDQKWETELEKVKKELSLVETNDKGHLLDSAETLLTITKNMLSISQKVEKLYVYASMKNDQDTR 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKA.SAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTT 84
consensus ! !! ***! !!!!!!!! !! !!!! ! *! ** !!!!!!! !! ! *!* **!!*!!!!!!!!!!!!

logo

E
V
A
G
K
LYQEYQASKASTANLYSVNQFLGSEASFYAFYFYEPEFLMAKI

L
D
T
D
K
E
K
K
T
L
Y
A
E
E
Q
F
W
K
LE I

Q
E
L
P
Q
E
GLGKLNYDHMYFERLFLAKNKDEHI

VLSQEKAEEEKI
LLAAAGDE I FENGSPSTDE

NTDB id 26565 LACR RS09135 WP 011676724.1 EAKYQEYQSKATALYVNFGESYAFYEPEFLKITKETYEQWLEILQELKNYDHMFERLFAKKEHILSQKEEKILAAAGEIFESPSE 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTD 169
consensus * !!!!! !!* !! * ! *!**!!!!* * * ! * ! !!! !!!! ! !*!*!!! ! *!!!!!*!! !**

logo TFENI
V
F
LDNADI

V
K
LFPFWVKSDNEGLQGDEKVI

V
E
QLTHGNFYI

S
S
TLMESKDNRDE I

VRKAGAYEALMYGSNTYEQFYQHTYAKQTLQGTNVVKVHYNFYNQAKQI
VRAHYDNSARHQ

NTDB id 26565 LACR RS09135 WP 011676724.1 TFEIFDNADVKFPFVKNELGEKIQLTHGNYSSLMESKNREVRKAAYEALYSNYEQYQHTYAKTLQTNVKVYNFNAQIRAYDSARQ 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARH 254
consensus !! * !!!!* !!*! !* * !!!!!* *!!!!! !**!!*!!!!*! !!!*!!!!! !!! !!!*!**! *!*! !!!*

logo AALAMASNF IVPEKSVYDSVL ILEGS IVHNKQHLPLLHRYI
L
D
ELRKKI

VLGI
L
D
S
D
E
F
LKMYDI

VYTPLSENLTDETYAKFLNTYETEGSLVKKAEQEVLAI FGEEYSKQGKVHKA
NTDB id 26565 LACR RS09135 WP 011676724.1 AALMSNFVPEKVYDVLIEGIHQHLPLLHRYIELRKKILGISDFKMYDIYTPLSNLDYKFNYTEGVKKAQEVLAIFGEEYSQKVKA 340
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