
logo MLASELS IKNFAI I EESLSTI
VSFEKKRGLTVLTGETGAGKS I I IDA INSLLVGGRGSASEFVRHYGEAEKAE I

LEGLFLYI
LEDSGHPCVFLGQKVCM

NTDB id 265368 C2H98 RS00245 WP 123257905.1 MLSELSIKNFAIIESLSISFKKGLTVLTGETGAGKSIIIDAINLLVGGRGSAEFVRHGEEKAEIEGLFYIEDGHPCFQKM 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !! !!!!!!!!!!! !**!! *!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!*!! !!!*!!!! *! !!!* *
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VNGKL IVTIASVLRE IGRSLTL ILDIHGQHDEHNQELLMDEDEETKNHLQLLDKTFAGMAGELVAEPSAVLEK
NTDB id 265368 C2H98 RS00245 WP 123257905.1 NEFGIDIDEGAIVLRRDIALSGKSVCRINGKLITIAVLREIGSTLIDIHGQHEHQELMDETKHLQLLDTFAMGELAPVLE 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus ! !!!* * !!*!!!! !!!!!!!*!!!!*!!! !!!!! !*!!!!!!**! !!** !!!!!! !! *!* * !

logo

E
TYEQEGIYQRRSYTVKQLTLQKKLKMNQLSTENSEQEQMAHQRLDL ILQFQFLENE I EGSAHKLEKI

LNEDDEEQLLQEERKQKQI
LSNFEKIYDES ILQNTAGYNTALRGSE

NTDB id 265368 C2H98 RS00245 WP 123257905.1 EYEEIYRSYTQTQKKLMNLTENEQQMAQRLDLLQFQFNEIEGAHLKINEDDELLEERKKLSNFEKIYDSIQTGYTALRGE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus ! ! ! ! !!! *!*! !! !!*!!!!*!!! !!! !*! *!!!* ! !!! *!!!!!!!*!*! *! !!! !

logo QGKGLDWLVGEMAVMSAGNQLMEDEAIASDS ILDNETEPLYKEKMASESVSNSYYI
LLEDAIATFRQMRNSAMLDEYLEFYDPERLNEYI ETRLNE IKNQTLKRKYGAKTV

NTDB id 265368 C2H98 RS00245 WP 123257905.1 QKGLDWLGEVMGNMEEAASLDTEYKEMAESVSNSYYILEDIARQMRSALDYLEYDPERLNEIETRLNEINTLKRKYGKTV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus ! !!!!*! ***!* * * ! ! !!!!!!!!*!!! !!! !! !!*!!!!!! !!!!!!!! !!!!!! !!

logo

A
E
D
E I LEYAASKI EEE I

L
D
E
Q
T
I
L
E
QNKRDESTHI

L
D
Q
L
SLEKKRELADSLVGKKDLVALVEAAKENLVSTAQI

LRKRTAWAKLKRLATDES IHQRELKESLYMEKSTTVFDETVERFIHKAV
NTDB id 265368 C2H98 RS00245 WP 123257905.1 AEILEYAAKIEEELETLQNKETHIDLLERELASLKKDLLVEAKELTALRKRAALRLTDSIHQELKELYMEKTVFEVRIHA 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus *!!!!! !!!!!** * !***!* ! *!! !* !!* !!! ** *!! ! *! ! !! !!! !!!!!* !* *
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LKS I FSKSHQQDGVTS I I FDEVDTGV
NTDB id 265368 C2H98 RS00245 WP 123257905.1 ..............DENNVTKKGIDEVEFYISTNPGEPLKPLSKIVSGGELSRMMLALKSIFSKHQGVTSIIFDEVDTGV 466
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus ************** * **! !!! ! ! !!!!*!!!!!*!!!* !!!!!!!*!!!*!!!!! *! !!!!!!!!!!!!!

logo SGRVAQAIAEKIHHKVS IVDGSQVLC I STHLPQVAAMADTHLFYIAKEKI
L
E
KDGRTSTTRSVKTPLSVKQQDEKVAKE IGRMIASGAVE I

VTDELTKKR
NTDB id 265368 C2H98 RS00245 WP 123257905.1 SGRVAQAIAEKIHHVSVDSQVLCISHLPQVAAMADTHLFIAKKIEDGRTSTSVTPLVQQDKVKEIGRMISGAEITELTKK 546
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!*!!* !!!!!!*!!!!!!!!!!!!!*!!! * !!!!*! ! !! !*!! !!!!!! ! !*!*!!!*



logo HAKELLKLQADQKQAVKNTKTGI
NTDB id 265368 C2H98 RS00245 WP 123257905.1 HAKELLKLAQKAKNKI 562
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !!!!!!! ! !
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