logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

26523 LSEI RS04400 WP 003601723.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

26523 LSEI RS04400 WP 003601723.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

26523 LSEI RS04400 WP 003601723.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

EFlKos

NINNYUKAETITAVG E LIRGQIENTNAQF SKQLAEIGV V  BITAVGDN|ZXRL)EN RBITAJR RSM3 IJj GGLGPTIWDDLTK T

MAMK EITAVGTEILTGQIVNTN QFLSEKIY

BAMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEWRLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL

.MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGiTEDDLTKQTL
A

‘:MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGA

:.MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL
MMKAEITAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEERNRLLSLLETIASQRSSLVILTGGLGPTEDDLTKQTL

o SHON

ld

e VLT EGESERAE OB sl esatet Lo BN

T

[

KNLIYY G DEYEIQERIVGDN[EER LA | AR SYLVILHGGLGPT)YDDLTKQTL
IAVGTEILTGQI NTNAQFLSEKEAE G DVYFEITAVGDNE®RLLSHLE ASKRS) V L{EGGLGPTEDDLTKQTL
AE G DVYFQTAVGDNERRLLS LEIIARf RSPL L{GGLGPTEDDLTKQTL

TEDDLTKQTL
TEDDLTKQTL

NN NN * 1 N N ey gy FULT D e ]

Vel g FeRoneRT el el LA o b PSELK Wl

DEFSKR . TKRTMEIZUYR EAVNL JBES D V@ AlNH F[EMAPEM TH.SRY LPGPPSEL PM|gaN LY
INVMAZSEQARVKQ . QQRP MpSN@L (VM Y Pi{eYAD T VIYR V(W N WV N G Q HINAASR e 3K |2 F ViU D HERE
ANINK LDRIFF AMRP[AYR TPNNERQAQIVEG [WPALMNIFNGLAVGG ENDGVTY 'VLPGPPSELKRMIGINELL
AQE LDIFFARRPIENIRTPNNEMQAQI MG [WNPLENMTGLAVGG LERDGVTYVVLPGPPSELKPMV)Y LL

FEQyRRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGIMLEVDGVTYVVLPGPPSELKPMVLNQLL

FFAIRRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGIMLEVDGVTYVVLPGPPSELKPMVLNQLL

FFAIRRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGIMLEVDGVTYVVLPGPPSELKPMVLNQLL

FFAIRRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSELKPMVLNQLL

FFAQRPDYARTPNNERQAQIVEGAEPLPNETGLAVGG LEVDGVTYVVLPGPPSELKPMVLNQLL

FFANRPDYARTPNNERQAQ VEGAIPLPNETGLAVGG LEVDGVTYVVLPGPPSELKPMVLNQLL
* %k | k% * * * % % [N sk Dokokok Dok Dok Dok Doe Doeskok ok | Pl 1 sk k%

g el

* 1

D@QTD W

OIFE

MNGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQILDILENQILD®QTFE
BNGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQLDILENQILEQTFE
BGSKLBISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQULDILENQILQTFE

I Do Do Dok Dok | 1ok | Sokokok ok kokok | okokkokokok | kok ok ok ok

169
165
166
166
166
166
166
166
166
166

251
247
245
245
247
247
247
247
247
247



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

26523 LSEI RS04400 WP 003601723.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

26523 LSEI RS04400 WP 003601723.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

124 BSU 16930 NP 389575.2

26523 LSEI RS04400 WP 003601723.1
462 GPW51 RS00385 WP 012774894.1
412 SMU RS09535 WP 002262393.1

170 SP RS09755 WP 000642718.1

280 KZH43 RS08670 WP 000642700.1
205 SPR RS08830 WP 000642700.1

239 SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1

consensus

A Ok S el S o ey

AL XB%EY

AE

e e e

AéL

- BYSIRVKEMS T A CJUEK[E T puaSy Ve F iGN S EWRTIVHEIEARK IR Alele VIUCPYSIN B VIMQ N VIRGEMK KETISBR F&/A
GQ IIYGYG S AKEN  VIQYLIVN DU INAAESLTAGRFQAIY ‘D\WEGVS FFKGGFVTYSLINNK FNILINT
N ARIDRE

DIMRENA A

LI [3v YCE NSLIEG vARILINARINT I AYERET CLMQAR WM PIRFECCEVILsEs

LD EYcYGEENSLIZN vig WLKIBSGKTIAAESLTAGLFQA] ADF G FKGGF TYS EEK RML[§IP)JMNL MHGV
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFKGGFVTYSLEEKSRMLDIPAKNLEEHGY
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFEGGFVTYSLEEKSRMLDIPAKNLEEHGY,
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIF@GGFVTYSLEEKSRMLDIPAKNLEEHGYV,
SLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVA FSGVSSIFBGGFVTYSLEEKSRMLDIPAKNLEEHGYV,
SLRDECYGYGEE[SLASIVVEELK QGKTIAAESLTAGLFQATVADFSGRSSIFKGGFVTYSLEEKS MLDIPKINLEERGV,
SLRDWMCYGYGEETSLASIVVEELKRQGKTIW AESLTAGLFQARIVADFSGISSIFKGGFVTYSLEEKS MLDIP\KMLEEMNGY

kkkkkkok |k | kok |1k ok sk k ok ok *okkk |k | kokkkkkkkkkk | x| % 5k 5k %k %k %k %k %k >k 5k % k * % %

e ATl VTON DL o1 et RO it

USIKECINSELIVK GVQKLEYGEIN I [€RRS] FiNeAmNe il () BEMHEFHFEGERITGIIRREAK YR CHMHLALIREQ
G[NPENGTV IGLARRGQLPEA Y HF P GGJyNPAAIQ RINIVTEM MHA L RINAQHE
U ISP SQE

. KABETIWATPS[EISQKE [eXel YRIWQ YR QEVAC L QINEBF\EIN TS . .
VSAFTA KMAERl RJATQ D) ISLTGVAGPDSLEG[PRGTVFIGL FRYSITNIIIKVIAIGGRSR DVRIYIAVJRHAFNLVR[AYLLS
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS

VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS
VSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTEVIKVNIGGRSRADVRHIAVMHAFNLVRKALLS

* sk ok |k kok ok ok k k| oskok ko ok | | % | %k %k 3k 5k %k %k %k %k % 5k k k * * | % % * % 5k % k * %k | k%
K.... 416
..... 413
..... 393
HKNLV 418
. ... 418
D 418
. ... 418
. ... 418
D 418
D 418

K non conserved
B similar
X

>507% conserved

331
328
313
328
332
332
332
332
332
332

415
413
393
413
417
417
417
417
417
417



