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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 26490 BCC RS01820 WP 011672729.1 MASRGVNKVILIGYLGQDPDIRYMPNGGTVVNITLATSDTWKDKHTGENKEKTEWHRVVLFGKIAEISGQYLKKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQ.....SQEAYQRPAQQSRQPASDA..PS 145
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQ.....SQEAYQRPAQQSRQPAPDA..PS 145
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFG.GNQGSGWNQAPAQ.TNYNQGGYSDNYAQNNNFNGG 152
NTDB id 26490 BCC RS01820 WP 011672729.1 EGSLQTRKWKDQNGLDRYTTEIVVS.VTGSMQMLGSRNTNNSFK.SSVKN.......SQDDFLNDKNTSRSIHKKKLSDD 151
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGGMN...VPAQQGSWGQPQQPAK........QH 148
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NTDB id 1103 NMB RS07590 WP 002212976.1 HP.QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 HP.QEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NA.TRPQPA.QKPAAQAEPPMDNFDDDIPF 180
NTDB id 26490 BCC RS01820 WP 011672729.1 NLLKNEYQQQKSHLVDSTSKIDFDDEDIPF 181
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPMQQSAPQQYSQPQYNEPPMDFD.DDIPF 177
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X ≥ 50% conserved


