
logo MKSLSYKR IYKSQEKYLATLGTI EYRSLFGSYSLTVDDTVFAMVVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRFSVTLN
NTDB id 264781 C1192 RS07440 WP 000839163.1 MKSLSYKRIYKSQKYLATLGTIEYRSLFGSYSLTVDDTVFAVVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRFVTLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTTRNTRERLKDLPNMSFHLEAI LGEVGIKDVRALR I LGAKMCWLRLRQQN
NTDB id 264781 C1192 RS07440 WP 000839163.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKTTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SLVTEKI LFMLEGAI IG IHEAALPVARRQELAEWADS ILTPKQDEFPAELE
NTDB id 264781 C1192 RS07440 WP 000839163.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSITPKQDFPAELE 209
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!*!!!!!!
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