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LLSVALFLASAFI ILLVACASSGSGKKSDQATDTKSGSDQKLKVVAVTNS I ILADI

MTKNTIAGDKIDLHS IVP IGQDPHEYEPLPEDVEKKTNSENADLV
NTDB id 26478 SDEG RS02420 WP 003054333.1 MKKKISLILSAFLAAFLLVACSSSGSQADKSDKLKVVVTNSILADMTKTIAGDKIDLHSIVPIGQDPHEYEPLPEDVEKTNNADV 85
NTDB id 439 SPR RS07420 WP 000733056.1 .MKKLGTLLVLFLSAIILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADL 84
consensus * !!* *! !! ! *!!!! ! !!!!! !!!!*!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!*

logo I FYNGINLEDTGGNQAWFTKLVEKNAKQKKTEKNKDYFAAVSDGVDVIYLEGEQNSEKGKEDPHAWLNLENGI I FYASKNIAKQLMSAKDPKNNKEFTY
NTDB id 26478 SDEG RS02420 WP 003054333.1 IFYNGINLEDGGQAWFTKLVKNAQKKKNKDYFAASDGVDVIYLEGESEKGKEDPHAWLNLENGIIYSKNIAKQLMAKDPKNKETY 170
NTDB id 439 SPR RS07420 WP 000733056.1 IFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFY 169
consensus !!!!!!!!! !!*!!!!!!! !! ! !!!!!! !!!!!!!!!!! !!!!!!!!!!!!!!!!!!* !!!!!!! !!!! !!! !

logo EKNLKAEYTVADKLDEKLDKEASKDSKFDNAKIPAENKKL IVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPDEQI
M
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TL IVEKLKRQVTVKPVAPASLFVE

NTDB id 26478 SDEG RS02420 WP 003054333.1 EKNLKAYVAKLEKLDKEAKSKFDAIPANKKLIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPDQMSSLIEKLKVVKPAALFVE 255
NTDB id 439 SPR RS07420 WP 000733056.1 EKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 254
consensus !!!!! ! !!*!!!!! ! !! !!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!* *!*!!!* !** !!!!

logo SSVDDRRPMEKTVSKQDSTGNIP IYAEQI FTDS IVAEKKQGEKDEGDSYYASMMKW
YNLDKIASEGLAK

NTDB id 26478 SDEG RS02420 WP 003054333.1 SSVDRRPMETVSKDSGIPIYAEIFTDSVAKKGEDGDSYYAMMKWNLDKISEGLAK 310
NTDB id 439 SPR RS07420 WP 000733056.1 SSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!! !!! !!! !* !!!!! !!!!!*! ! *!!!!! !!!*!!!!! !!!!!
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