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264746 C1280 RS30250 WP 010046386.1 MAEKGDKLEK...SKE..GGGSIKDNJSEIRKT]SRA ARNNNE|NEICE M.

600 KW2 RS01765 WP 011675413.1 MATKK. .. .. KTNFDDITKKYGA A.

269 KZH43 RS08665 WP 001085462.1 .MAKK..... PKKLEEISKKFGA R.

228 SPD RS09265 WP 001085462.1 .MAKK..... PKKLEEISKKFGA R.

194 SPR RS08825 WP 001085462.1 .MAKK..... PKKLEEISKKFGA R.

159 SP RS09750 WP 001085462.1 .MAKK..... PKKLEEISKKFGA R.

499 SM12261 RS08315 WP 078228268.1 .MAKK..... R.

527 SMSK321 RS11065 WP 001085454.1 .MAKK..... R.

453 Spy49 1753c ACI62003.1 .MAKK..... MRLG |58

408 SMU RS09530 WP 002262392.1 .MAKR..... MRLG |39

115 BSU 16940 NP 389576.2 .. K.

625 LCA RS02525 WP 011374196.1 ... . ... . ... K.

1313 DR RS12030 WP 010888966.1 ....... MSKDATKEISAPTDAK . GSLELD
1245 Cj1673c YP 002345041.1 .. . GS
1211 C694 RS00795 WP 000963128.1  .................. . GSL
1214 NCTC11637 00359 SQJ03206.1 . ... ... GSL
1334 RAOC RS04870 WP 004918236.1 .......... GSL
1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNTV. .VKQVEPEQEKQENRE ALSNRA QESQ) Ay CeISunl GSL
1130 NGFG RS03960 WP 003688695.1  .................... RIKALEWAALIAN T EKRIF GKGIAI M GSL
1124 NGFG RS03960 WP 003688695.1  .................... SIKALEWAA LYY T EXKSIF GKGI\I M GSL
1123 0K783 RS03845 WP 003688695.1  ........ ... ..., RIKALEWAALINN T EKRIF GKGIYI M GSL
1427 RS RS02760 WP 011000510.1 .MEDG........ IM . GSL
1165 A1552VC RS01565 WP 000344154.1 .................... . GSLEJLD
1142 GTF74 RS11550 WP 000344154.1 . ...... . ... . ... .... IMRLG N GSLJILD
1022 ACIAD RS06390 WP 004925639.1  .................... MRLG N GSLJLD
1074 ABD1 RS10195 WP 000344167.1 ... . MRLG N GSLELD
1205 PSJM300 05545 AFN77183.1 ... ... i . GSL LD
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NTDB id 264746 C1280 RS30250 WP 010046386.1 [SENREE AINARICIGNE ANFNQKINGGYFNAF IDAEHALDPY ANSYLGV 154
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT AQKGGAFIDAEALDPYALGVN 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIVY ARWAL GVN SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEY ARWALGVN SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAF IDAEHALDPEYY ARWAL GVN SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPJAY ARWALGVN SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AQKINGGINAAF IDAEHALDPIYY ALNAL.GVN SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 I EIYGPESSGKTT ANFNQKINGGINNAF IDAEHALDPIYY ARWALGVN SQPD 153
NTDB id 453 Spy49 1753¢c ACI62003.1 I EIYGPESSGKTT ANFAQKINGGINNAF IDAEHALDPEYY ARWALGVN QPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANFAQKDGGINNAF IDAEHALDPEYY ARWAL GVN SQPD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRYQRINGGFNAF IDAEHALDPRY A[NJNL.GVN SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRIQK[R]G GNA IDAEA DIYKVENT AINeAAN SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT SQPDIGEQALETIU 152
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT l SQPDRAGEQALEIW 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKINGGUASAF IDAEHALDNAIY ANSYI.GV ¥ WILL SQPD GEQALETI|R 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ASIL.GV i LL SQPD GEQALEI|R 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDIYGEQALETIFY 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT SQPDIGEQALEI[¢ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VAAF DAEHAIRQDPWUYARIMLGVIY ELM SQPD GEQALEI[Y 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIRDPUIY AIRSYL GVIY ELM SQPD GEQALEI[¢ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT VISAF DAEHARIDPUMYARISLGVIQ ELM SQPD GEQALEI[¢ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT ﬁ LL SQPD GEQALEIJN 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEENEEEINIIC YN DELL SQPD GEQALEI[¢ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT DELL SQPD GEQALEI[# 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARASLGV DIJLL SQPDEIGEQALET)Y 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INGAFTIDAEHALDPNYARASLGV DNILL SQPDINGEQALEIJN 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
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NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI MGD [WJGLQAR 226
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR 217
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAET MGDSH GLQAR 217
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAET MGDSH GLQAR 217
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALINPKAEI MGDSH GLQAR 217
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264746 C1280 RS30250 WP 010046386.1 VVKNK APPF K
600 KW2 RS01765 WP 011675413.1 MIGSTKIEEGS. KVVKNKVAPPF N
269 KZH43 RS08665 WP 001085462.1 RIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K
228 SPD RS09265 WP 001085462.1 MIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K
194 SPR RS08825 WP 001085462.1 RIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K
159 SP RS09750 WP 001085462.1 RIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K
499 SM12261 RS08315 WP 078228268.1 MIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K
527 SMSK321 RS11065 WP 001085454.1 IGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K
453 Spy49 1753c ACI62003.1 MIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K
408 SMU RS09530 WP 002262392.1 RIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K
115 BSU 16940 NP 389576.2 BRAEQLKQGN. .. .. KVVKNKVAPPF IMYGEGIS D
625 LCA RS02525 WP 011374196.1 BRAETIKNGT. .. .. KVVKNKVAPPF D
1313 DR RS12030 WP 010888966.1 R KPVKNKVARPF G
1245 Cj1673c YP 002345041.1 R KVVKNKVAPPF DY
1211 C694 RS00795 WP 000963128.1 R INKVVKNKVAPPF IM GEGIS DY
1214 NCTC11637 00359 SQJ03206.1 R e INKVVKNKVAPPF IM GEGIS DY
1334 RAOC RS04870 WP 004918236.1 RSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D
1389 A4U84 RS07560 WP 021112712.1 BRICGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I
1130 NGFG RS03960 WP 003688695.1 BRITGS. .. .I.KKGEEV KV KNKVAPPF D
1124 NGFG RS03960 WP 003688695.1 BRITGS. .. .I.KKG KV KNKVAPPF D
1123 0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF D
1427 RS RS02760 WP 011000510.1 R .. I1.KKG KVVKNKVAPPF D
1165 A1552VC RS01565 WP 000344154.1 R ..I.KEG KVVKNK APF D
1142 GTF74 RS11550 WP 000344154.1 R .. I1.KEG KVVKNK AJPF D
1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D
1074 ABD1 RS10195 WP 000344167.1 R .. V.KEG KVVKNK APPF D
1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D
* *k wkkoe Dbl Tx % *okokok | okkk kxk * kwsk bk |

consensus

308
311
310
310
310
310
310
310
310
310
291
293
306
293
295
295
306
309
293
293
293
301
292
292
292
292
292



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

2647
600
269
228
194
159
499
527
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

46 C1280 RS30250 WP 010046386.1
Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

DIGINKTGQG
MK IGQG
IMINKTGQG
IMEFNKIGQG

IMEKIGQG
IMEKIGQG
QGNje]afe;
(NOUKIGQG
ISR KIGQG

2Pt EyaEompsaniPEacE (B Beo  VEEEV. LDl cDELE)

EKRTPKVVDAAALEATAAQE.E.AE.......... AAAALAALGEEVEI

LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED.

IDGEEVSEQDTENKKDE. . .PKKEEA..VNEEVPLDLGDELEI
IDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELEI
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELETI
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELETI

IDGEETAES... .KKDE....AAQVDS..VNEEVTLDLGDELEI
IDGEEAAES... .KKDE....VAQVDS..VNEEVTLDLGDELETI
LEESEEESAMAVASE....... E....... TDDLALDLDNGIEI
IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIEL

MAATRAGNAGEAPALAPAPAAPEAAE. .A. . ... . . i

EGMI..... SGSEDD. .EGE. .E.....................
SNEETI..... MPLPDE. .PLE. .EME.......... .. .. .....
SNEEI..... MPLPDE. .PLE. .EME. ... ... .............

..... VLKATASDSND. .ESDVEEFSEEEL..........
..... TEGTQDETDGE..R......PEE............
..... TEGTQDETDGE..R......PEE............
..... TEGTQDETDGE..R......PEE............

..... AVTLA.EEVEE. .D. ... ... . . ...
..... QLIAETSSAAD. .DVEFGAVPEEF...........
..... QLIAETSSAAD. .DVEFGAVPEEF...........
..... QTAA .HDETEE. .EPDLL. .ES.............
..... GAVQ.I.EDEE..EPDLL..LES............
..... TKATPVAEDLA. .DADI. ... .. ... .........
* %

376
387
384
384
384
384
380
380
376
381
348
355
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

2647
600
269
228
194
159
499
527
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

46 C1280 RS30250 WP 010046386.1
Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

ELEE .. .

APKKKRGKAAAE 388
............ 387
EIEE........ 388
EIEE........ 388
EIEE........ 388
EIEE........ 388
EIEE........ 384
EIEE........ 384
ED....oov... 378
ED.oovenn 383
............ 348
............ 355
............ 363
............ 343
............ 347
............ 347
............ 343
............ 372
............ 348
............ 348
............ 348
............ 352
............ 354
............ 354
............ 349
............ 349
............ 347

X non conserved
B similar
> 507 conserved



