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NTDB id 26464 LVIS RS18075 WP 011668018.1 MITTIITFIIVFGILVIVHEFGHFYFAKRGGILVREFSIGMGPKLVYHRGKDGTTYTLRLLPVGGYVRVAGAEDDEEELKPGTPV 85
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPA 84
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPA 84
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TKRTYAEVADHDATVI IVESEDGTELQR IAPKDVQFYQSNASLIGW
NTDB id 26464 LVIS RS18075 WP 011668018.1 SLYVGADEKVERINTSKKSTLFNGIPLEVTATDLEDELWIEGYENGDESAIKRYAVAHDATVIESDGTELQIAPKDVQFQSASLG 170
NTDB id 323 STU RS10650 WP 011225396.1 SLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIW 166
NTDB id 291 STER RS01205 WP 011680685.1 SLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIW 166
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NTDB id 26464 LVIS RS18075 WP 011668018.1 RRLMTNFAGPMNNILLAIVTFMLMSFAQGGVSMGTNQ.VQVADSPVSVAKQAGVKTNDKITAVNGRKTTSWTDLSTAIQPLANKK 254
NTDB id 323 STU RS10650 WP 011225396.1 GRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN..GGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKF 249
NTDB id 291 STER RS01205 WP 011680685.1 GRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVAN..GGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKF 249
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NTDB id 26464 LVIS RS18075 WP 011668018.1 T.....TLTIQRGSA.TKHITVTPKGETSNGKTVGMIGITQAQDKSIGAILASGFTQTWTMTKALFGALWHMVSGHFSLNDLGGP 333
NTDB id 323 STU RS10650 WP 011225396.1 SKGDSLSVTVKRSNGQEETISVKPQ..KSQ..GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKG.LITNFSLNKLGGP 329
NTDB id 291 STER RS01205 WP 011680685.1 SKGDSLSVTVKRSNGQEETISVKPQ..ESQ..GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKG.LITNFSLNKLGGP 329
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NTDB id 26464 LVIS RS18075 WP 011668018.1 VAIFATTSQATKFGLVGVLNFLAFLSINLAIVNLLPIPALDGGKILLNFIEAIRRKPLSENVEAAVTLIGVGFLVLLMLLVTWND 418
NTDB id 323 STU RS10650 WP 011225396.1 VAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWND 414
NTDB id 291 STER RS01205 WP 011680685.1 VAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWND 414
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NTDB id 26464 LVIS RS18075 WP 011668018.1 IERYFIH 425
NTDB id 323 STU RS10650 WP 011225396.1 IMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 IMRAFF. 420
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